10/53248 
JC13R^PCT/PT0 22APR20IB 



SEQUENCE LISTING 

<110> Sobering AG 

<120> EPIDIDYMIS-SPECIFIC GENE AS POTENTIAL CONTRACEPTIVE TARGET 

<130> 52332 

<150> US 60/419,679 
<151> 2002-10-22 

<160> 60 

<170> Patentin version 3.1 

<210> 1 

<211> 72 

<212> DNA 

<213> Homo sapiens 

<400> 1 

aagatactga taattccagt ttgtcaccac cacctgatgt tactttaagc ttactccctt 60 
caaacgaaac ag 72 

<210> 2 

<211> 114 

<212> DNA 

<213> Homo sapiens 

<400> 2 

aagatactga taattccagt ttgtcaccac cacctgatgt tactttaagc ttactccctt 60 
caaacgaaac agaaaaaact aaaatcacta tagtaaaaac cttcaatgct tcag 114 

<210> 3 

<211> 144 

<212> DNA 

<213> Homo sapiens 

<400> 3 

aagatactga taattccagt ttgtcaccac cacctgctaa attatctgtt gtcagttttg 60 

ccccctcctc caatggtact ccagaggttg aaacaacaag cctcaatgat gttactttaa 120 

gcttactccc ttcaaacgaa acag 144 

<210> 4 

<211> 138 

<212> DNA 

<213> Homo sapiens 

<400> 4 

aagatactga taattccagt ttgtcaccac cacctgaggt tgaaacaaca agcctcaatg 60 



1 



atgttacttt aagcttactc ccttcaaacg aaacagaaaa aactaaaatc actatagtaa 120 
aaaccttcaa tgcttcag 138 

<210> 5 

<211> 96 

<212> DNA 

<213> Homo sapiens 

<400> 5 

aagatactga taattccagt ttgtcaccac cacctgaggt tgaaacaaca agcctcaatg 60 
atgttacttt aagcttactc ccttcaaacg aaacag 96 

<210> 6 

<211> 118 

<212> DNA 

<213> Homo sapiens 

<400> 6 

aagatactga taattccagt ttgtcaccac cacctgctaa attatctgtt gtcagttttg 60 
ccccctcctc caatggtact ccagatgtta ctttaagctt actcccttca aacgaaac 118 

<210> 7 

<2li> 186 

<212> DNA 

<213> Homo sapiens 

<400> 7 

aagatactga taattccagt ttgtcaccac cacctgctaa attatctgtt gtcagttttg 60 

ccccctcctc caatggtact ccagaggttg aaacaacaag cctcaatgat gttactttaa 120 

gcttactccc ttcaaacgaa acagaaaaaa ctaaaatcac tatagtaaaa accttcaatg 180 

cttcag 186 

<210> 8 

<211> 91 

<212> DNA 

<213> Homo sapiens 

<400> 8 

cgggagcggc gggggcggcg ccgaggccgc gggcgggggg aggagggccg cagccccgga 60 
gaggggaaaa ggcgggccgg acggcgccag c 91 

<210> 9 
<211> 162 
<212> DNA 



<213> Mus musculus 
<400> 9 

aaaacggtaa ttccagtttg ttatcaccat ctgctgaatc atctcttgtc agtctcatcc 60 
cctactccaa tggtacacca gatgctgctt cagaagtttt gtcgacttta aacaaaacag 120 
aaaaatctaa aatcactata gtaaaaacct tcaatgcatc ag 162 

<210> 10 

<211> 114 

<212> DNA 

<213> Mus musculus 

<400> 10 

aaaacggtaa ttccagtttg ttatcaccat ctgatgctgc ttcagaagtt ttgtcgactt 60 
taaacaaaac agaaaaatct aaaatcacta tagtaaaaac cttcaatgca tcag 114 

<210> 11 

<211> 153 

<212> DNA 

<213> Mus musculus 

<400> 11 

aaaacggtaa ttccagtttg ttatcaccat ctgctgaatc atctcttgtc agtctcatcc 60 

cctactccaa tgatgctgct tcagaagttt tgtcgacttt aaacaaaaca gaaaaatcta 120 

aaatcactat agtaaaaacc ttcaatgcat cag 153 

<210> 12 

<211> 81 

<212> DNA 

<213> Mus musculus 

<400> 12 

atgctgcttc agaagttttg tcgactttaa acaaaacaga aaaatctaaa atcactatag 60 
taaaaacctt caatgcatca g 81 

<210> 13 
<211> 160 
<212> DNA 

<213> Rattus norvegicus 
<400> 13 

aaaatgctgg taattccagt ttgttgtcac catctgctga atcgtctctt gtcagtcttg 60 
ttccctactc caatggtaca ccagatgctg cttccgaagt attgtcgact ttaaacagaa 120 
cagaaaaatc taaaatcact atattaaaaa ccttcaatgc 160 




<210> 14 

<211> 117 

<212> DNA 

<213> Rattus norvegicus 



<400> 14 
aaaatgctgg 


taattccagt 


ttgttgtcac 


catctgatgc 


tgcttccgaa 


gtattgtcga 


60 


ctttaaacag 


aacagaaaaa 


tctaaaatca 


ctatattaaa 


aaccttcaat 


gcatcag 


117 


<210> 15 
<211> 81 
<212> DNA 

<213> Rattus norvegicus 










<400> 15 
atgctgcttc 


cgaagtattg 


tcgactttaa 


acagaacaga 


aaaatctaaa 


atcactatat 


60 


taaaaacctt 


caatgcatca 


g 








81 


<210> 16 
<211> 4651 

<212> DNA 

<213> Homo sapiens 












<400> 16 
cgggagcggc 


gggggcggcg 


ccqaqaccqc 
^^^ ^ 


gggcgggggg 


aggagggccg 


cagccccgga 


60 


gaggggaaaa 


ggcgggccgg 


acggcgccag 


cagccagccc 


gaggacgcga 


gcggcaggtg 


120 


tgcacagagg 


ttctccactt 


tgttttctga 


actcgcggtc 


aggatggttt 


tctctgtcag 


180 


gcagtgtggc 


catgttggca 


gaactgaaga 


agttttactg 


acgttcaaga 


tattccttgt 


240 


catcatttgt 


cttcatgtcg 


ttctggtaac 


atccctggaa 


gaagatactg 


ataattccag 


300 


tttgtcacca 


ccacctgatg 


ttactttaag 


cttactccct 


tcaaacgaaa 


caggcgtcaa 


360 


accccagaga 


aatatctgca 


atttgtcatc 


tatttgcaat 


gactcagcat 


tttttagagg 


420 


tgagatcatg 


tttcaatatg 


ataaagaaag 


cactgttccc 


cagaatcaac 


atataacgaa 


480 


tggcacctta 


actggagtcc 


tgtctctaag 


tgaattaaaa 


cgctcagagc 


tcaacaaaac 


540 


cctgcaaacc 


ctaagtgaga 


cttactttat 


aatgtgtgct 


acagcagagg 


cccaaagcac 


600 


attaaattgt 


acattcacaa 


taaaactgaa 


taatacaatg 


aatgcatgtg 


ctgcaatagc 


660 


cgctttggaa 


agagtaaaga 


ttcgaccaat 


ggaacactgc 


tgctgttctg 


tcaggatacc 


720 


ctgcccttcc 


tccccagaag 


agttgggaaa 


gcttcagtgt 


gacctgcagg 


atcccattgt 


780 


ctgtcttgct 


gaccatccac 


gtggcccacc 


attttcttcc 


agccaatcca 


tcccagtggt 


840 




gcctcgggcc 


actgtgcttt 


cccaggtccc 


caaagctacc 


tcttttgctg 


agcctccaga 


900 


ttattcacct 


gtgacccaca 


atgttccctc 


tccaataggg 


gagattcaac 


ccctttcacc 


960 


ccagccttca 


gctcccatag 


cttccagccc 


tgccattgac 


atgcccccac 


agtctgaaac 


1020 


gatctcttcc 


cctatgcccc 


aaacccatgt 


ctccggcacc 


ccacctcctg 


tgaaagcctc 


1080 


attttcctct 


cccaccgtgt 


ctgcccctgc 


gaatgtcaac 


actaccagcg 


cacctcctgt 


1140 


ccagacagac 


atcgtcaaca 


ccagcagtat 


ttctgatctt 


gagaaccaag 


tgttgcagat 


1200 


ggagaaggct 


ctgtccttgg 


gcagcctgga 


gcctaacctc 


gcaggagaaa 


tgatcaacca 


1260 


agtcagcaga 


ctccttcatt 


ccccgcctga 


catgctggcc 


cctctggctc 


aaagattgct 


1320 


gaaagtagtg 


gatgacattg 


gcctacagct 


gaacttttca 


aacacgacta 


taagtctaac 


1380 


ctccccttct 


ttggctctgg 


ctgtgatcag 


agtgaatgcc 


agtagtttca 


acacaactac 


1440 


ctttgtggcc 


caagaccctg 


caaatcttca 


ggtttctctg 


gaaacccaag 


ctcctgagaa 


1500 


cagtattggc 


acaattactc 


ttccttcatc 


gctgatgaat 


aatttaccag 


ctcatgacat 


1560 


ggagctagct 


tccagggttc 


agttcaattt 


ttttgaaaca 


cctgctttgt 


ttcaggatcc 


1620 


ttccctggag 


aacctctctc 


tgatcagcta 


cgtcatatca 


tcgagtgttg 


caaacctgac 


1680 


cgtcaggaac 


ttgacaagaa 


acgtgacagt 


cacattaaag 


cacatcaacc 


cgagccagga 


1740 


tgagttaaca 


gtgagatgtg 


tattttggga 


cttgggcaga 


aatggtggca 


gaggaggctg 


1800 


gtcagacaat 


ggctgctctg 


tcaaagacag 


gagattgaat 


gaaaccatct 


gtacctgtag 


1860 


ccatctaaca 


agcttcggcg 


ttctgctgga 


cctatctagg 


acatctgtgc 


tgcctgctca 


1920 


aatgatggct 


ctgacgttca 


ttacatatat 


tggttgtggg 


ctttcatcaa 


tttttctgtc 


1980 


agtgactctt 


gtaacctaca 


tagcttttga 


aaagatccgg 


agggattacc 


cttccaaaat 


2040 


cctcatccag 


ctgtgtgctg 


ctctgcttct 


gctgaacctg 


gtcttcctcc 


tggactcgtg 


2100 


gattgctctg 


tataagatgc 


aaggcctctg 


catctcagtg 


gctgtatttc 


ttcattattt 


2160 


tctcttggtc 


tcattcacat 


ggatgggcct 


agaagcattc 


catatgtacc 


tggcccttgt 


2220 


caaagtattt 


aatacttaca 


tccgaaaata 


catccttaaa 


ttctgcattg 


tcggttgggg 


2280 


ggtaccagct 


gtggttgtga 


ccatcatcct 


gactatatcc 


ccagataact 


atgggcttgg 


2340 


atcctatggg 


aaattcccca 


atggttcacc 


ggatgacttc 


tgctggatca 


acaacaatgc 


2400 


agtattctac 


attacggtgg 


tgggatattt 


ctgtgtgata 


tttttgctga 


acgtcagcat 


2460 


gttcattgtg 


gtcctggttc 


agctctgtcg 


aattaaaaag 


aagaagcaac 


tgggagccca 


2520 


gcgaaaaacc 


agtattcaag 


acctcaggag 


tatcgctggc 


cttacatttt 


tactgggaat 


2580 




aacttggggc 


tttgccttct 


ttgcctgggg 


accagttaac 


gtgaccttca 


tgtatctgtt 


2640 


tgccatcttt 


aataccttac 


aaggattttt 


catattcatc 


ttttactgtg 


tggccaaaga 


2700 


aaatgtcagg 


aagcaatgga 


ggcggtatct 


ttgttgrgga 


aagttacggc 


tggctgaaaa 


2760 


ttctgactgg 


agtaaaactg 


ctactaatgg 


tttaaagaag 


cagactgtaa 


accaaggagt 


2820 


gtccagctct 


tcaaattcct 


tacagtcaag 


cagtaactcc 


actaactcca 


ccacactgct 


2880 


agtgaataat 


gattgctcag 


tacacgcaag 


cgggaatgga 


aatgcttcta 


cagagaggaa 


2940 


tqqqgtctct 


tttagtgttc 


agaatggaga 


tgtgtgcctt 


cacgatttca 


ctggaaaaca 


3000 


gcacatgttt 


aacgagaagg 


aagattcctg 


caatgggaaa 


ggccgtatgg 


ctctcagaag 


3060 


gacttcaaag 


cqqggaagct 


tacactttat 


tgagcaaatg 


tgattccttt 


cttctaaaat 


3120 


caaagcatga 


tgcttgacag 


tgtgaaatgt 


ccaattttac 


cttttacaca 


atgtgagatg 


3180 


tatgaaaatc 


aactcatttt 


attctcggca 


acatctggag 


aagcataagc 


taattaaggg 


3240 


cgatgattat 


tattacaaga 


agaaaccaag 


acattacacc 


atggttttta 


gacatttctg 


3300 


atttggtttc 


ttatctttca 


ttttataaga 


aggttggttt 


taaacaatac 


actaagaatg 


3360 


actcctataa 


agaaaacaaa 


aaaaggtagt 


gaactttcag 


ctacctttta 


aagaggctaa 


3420 


gttatctttg 


ataacatcat 


ataaagcaac 


tgttgacttc 


agcctgttgg 


tgagtttagt 


3480 


tgtgcatgcc 


tttgttgtat 


ataagctaaa 


ttctagtgac 


ccatgtgtca 


aaaatcttac 


3540 


ttctacattt 


ttttgtattt 


attttctact 


gtgtaaatgt 


attcctttgt 


agaatcatgg 


3600 


ttgttttgtc 


tcacgtgata 


attcagaaaa 


tccttgctcg 


ttccgcaaat 


cctaaagctc 


3660 


cttttggaga 


tgatatagga 


tgtgaaatac 


agaaacctca 


gtgaaatcaa 


gaaataatga 


3720 


tcccagccag 


actgagaaaa 


tgtaagcaga 


cagtgccaca 


gttagctcat 


acagtgcctt 


3780 


tgagcaagtt 


aggaaaagat 


gcccccactg 


ggcagacaca 


gccctatggg 


tcatggtttg 


3840 


acaaacagag 


tgagagacca 


tattttagcc 


ccactcaccc 


tcttgggtgc 


acgacctgta 


3900 


cagccaaaca 


cagcatccaa 


tatgaatacc 


catcccctga 


ccgcatcccc 


agt agtcaga 


J you 


ttatagaatc 


tgcaccaaga 


tgtttagctt 


tataccttgg 


ccacagagag 


ggatgaactg 


4020 


tcatccagac 


catgtgtcag 


gaaaattgtg 


aacgtagatg 


aggtacatac 


actgccgctt 


4080 


ctcaaatccc 


cagagccttt 


aggaacagga 


gagtagacta 


ggattccttc 


tcttaaaaag 


4140 


gtacatatat 


atggaaaaaa 


atcatattgc 


cgttctttaa 


aaggcaactg 


catggtacat 


4200 


tgttgattgt 


tatgactggt 


acactctggc 


ccagccagag 


ctataattgt 


tttttaaatg 


4260 




tgtcttgaag 


aatgcacagt 


gacaagggga 


gtagctattg 


ggaacaggga 


actgtcctac 


4320 


actgctattg 


ttgctacatg 


tatcgagcct 


tgattgctcc 


tagttatata 


cagggtctat 


4380 


cttgcttcct 


acctacatct 


gcttgagcag 


tgcctcaagt 


acatccttat 


taggaacatt 


A A A f\ 


tcaaacccct 


tttagttaag 


tctttcacta 


aggttctctt 


gcatatattt 


caagtgaatg 


4500 


ttggatctca 


gactaaccat 


agtaataata 


cacatttctg 


tgagtgctga 


cttgtctttg 


4560 


caatatttct 


tttctgattt 


atttaatttt 


cttgtattta 


tatgttaaaa 


tcaaaaatgt 


4620 


taaaatcaat 


gaaataaatt 


tgcagttaag 


a 






4651 


<210> 17 

<211> 4693 

<212> DNA 

<213> Homo sapiens 












<400> 17 
cgggagcggc 


gggggcggcg 


ccgaggccgc 


gggcgggggg 


aggagggccg 


cagccccgga 


60 


gaggggaaaa 


ggcgggccgg 


acggcgccag 


cagccagccc 


gaggacgcga 


gcggcaggtg 


120 


tgcacagagg 


ttctccactt 


tgttttctga 


actcgcggtc 


aggatggttt 


tctctgtcag 


180 


gcagtgtggc 


catgttggca 


gaactgaaga 


agttttactg 


acgttcaaga 


tattccttgt 


240 


catcatttgt 


cttcatgtcg 


ttctggtaac 


atccctggaa 


gaagatactg 


ataattccag 


300 


tttgtcacca 


ccacctgatg 


ttactttaag 


cttactccct 


tcaaacgaaa 


cagaaaaaac 


360 


taaaatcact 


atagtaaaaa 


ccttcaatgc 


ttcaggcgtc 


aaaccccaga 


gaaatatctg 


420 


caatttgtca 


tctatttgca 


atgactcagc 


attttttaga 


ggtgagatca 


tgtttcaata 


480 


tgataaagaa 


agcactgttc 


cccagaatca 


acatataacg 


aatggcacct 


taactggagt 


540 


cctgtctcta 


agtgaattaa 


aacgctcaga 


gctcaacaaa 


accctgcaaa 


ccctaagtga 


600 


gacttacttt 


ataatgtgtg 


ctacagcaga 


ggcccaaagc 


acattaaatt 


gtacattcac 


660 


aataaaactg 


aataatacaa 


tgaatgcatg 


tgctgcaata 


gccgctttgg 


aaagagtaaa 


720 


gattcgacca 


atggaacact 


gctgctgttc 


tgtcaggata 


ccctgccctt 


cctccccaga 


780 


agagttggga 


aagcttcagt 


gtgacctgca 


ggatcccatt 


gtctgtcttg 


ctgaccatcc 


840 


acgtggccca 


ccattttctt 


ccagccaatc 


catcccagtg 


gtgcctcggg 


ccactgtgct 


900 


ttcccaggtc 


cccaaagcta 


cctcttttgc 


tgagcctcca 


gattattcac 


ctgtgaccca 


960 


caatgttccc 


tctccaatag 


gggagattca 


acccctttca 


ccccagcctt 


cagctcccat 


1020 


agcttccagc 


cctgccattg 


acatgccccc 


acagtctgaa 


acgatctctt 


cccctatgcc 


1080 



ccaaacccat 


gtctccggca 


ccccacctcc 


tgtgaaagcc 


tcattttcct 


ctcccaccgt 


1140 


gtctgcccct 


gcgaatgtca 


acactaccag 


cgcacctcct 


gtccagacag 


acatcgtcaa 


1200 


caccagcagt 


atttctgatc 


ttgagaacca 


agtgttgcag 


atggagaagg 


ctctgtcctt 


1260 


gggcagcctg 


gagcctaacc 


tcgcaggaga 


aatgatcaac 


caagtcagca 


gactccttca 


1320 


ttccccgcct 


gacatgctgg 


cccctctggc 


tcaaagattg 


ctgaaagtag 


tggatgacat 


1380 


tggcctacag 


ctgaactttt 


caaacacgac 


tataagtcta 


acctcccctt 


ctttggctct 


1440 


ggctgtgatc 


agagtgaatg 


ccagtagttt 


caacacaact 


acctttgtgg 


cccaagaccc 


1500 


tgcaaatctt 


caggtttctc 


tggaaaccca 


agctcctgag 


aacagtattg 


gcacaattac 


1560 


tcttccttca 


tcgctgatga 


ataatttacc 


agctcatgac 


atggagctag 


cttccagggt 


1620 


tcagttcaat 


ttttttgaaa 


cacctgcttt 


gtttcaggat 


ccttccctgg 


agaacctctc 


1680 


tctgatcagc 


tacgtcatat 


catcgagtgt 


tgcaaacctg 


accgtcagga 


acttgacaag 


1740 


aaacgtgaca 


gtcacattaa 


agcacatcaa 


cccgagccag 


gatgagttaa 


cagtgagatg 


1800 


tgtattttgg 


gacttgggca 


gaaatggtgg 


cagaggaggc 


tggtcagaca 


atggctgctc 


1860 


tgtcaaagac 


aggagattga 


atgaaaccat 


ctgtacctgt 


agccatctaa 


caagcttcgg 


1920 


cgttctgctg 


gacctatcta 


ggacatctgt 


gctgcctgct 


caaatgatgg 


ctctgacgtt 


1980 


cattacatat 


attggttgtg 


ggctttcatc 


aatttttctg 


tcagtgactc 


ttgtaaccta 


2040 


catagctttt 


gaaaagatcc 


ggagggatta 


cccttccaaa 


atcctcatcc 


agctgtgtgc 


2100 


tgctctgctt 


ctgctgaacc 


tggtcttcct 


cctggactcg 


tggattgctc 


tgtataagat 


2160 


gcaaggcctc 


tgcatctcag 


tggctgtatt 


tcttcattat 


tttctcttgg 


tctcattcac 


2220 


atggatgggc 


ctagaagcat 


tccatatgta 


cctggccctt 


gtcaaagtat 


ttaatactta 


2280 


catccgaaaa 


tacatcctta 


aattctgcat 


tgtcggttgg 


ggggtaccag 


ctgtggttgt 


2340 


gaccatcatc 


ctgactatat 


ccccagataa 


ctatgggctt 


ggatcctatg 


ggaaattccc 


2400 


caatggttca 


ccggatgact 


tctgctggat 


caacaacaat 


gcagtattct 


acattacggt 


2460 


ggtgggatat 


ttctgtgtga 


tatttttgct 


gaacgtcagc 


atgttcattg 


tggtcctggt 


2520 


tcagctctgt 


cgaattaaaa 


agaagaagca 


actgggagcc 


cagcgaaaaa 


ccagtattca 


2580 


agacctcagg 


agtatcgctg 


gccttacatt 


tttactggga 


ataacttggg 


gctttgcctt 


2640 


ctttgcctgg 


ggaccagtta 


acgtgacctt 


catgtatctg 


tttgccatct 


ttaatacctt 


2700 


acaaggattt 


ttcatattca 


tcttttactg 


tgtggccaaa 


gaaaatgtca 


ggaagcaatg 


2760 


gaggcggtat 


ctttgttgtg 


gaaagttacg 


gctggctgaa 


aattctgact 


ggagtaaaac 


2820 



tgctactaat 


ggtttaaaga 


agcagactgt 


aaaccaagga 


gtgtccagct 


cttcaaattc 


2880 


cttacagtca 


agcagtaact 


ccactaactc 


caccacactg 


ctagtgaata 


atgattgctc 


2940 


agtacacgca 


agcgggaatg 


gaaatgcttc 


tacagagagg 


aatggggtct 


cttttagtgt 


3000 


tcagaatgga 


gatgtgtgcc 


ttcacgattt 


cactggaaaa 


cagcacatgt 


ttaacgagaa 


3060 


ggaagattcc 


tgcaatggga 


aaggccgtat 


ggctctcaga 


aggacttcaa 


agcggggaag 


3120 


cttacacttt 


attgagcaaa 


tgtgattcct 


ttcttctaaa 


atcaaagcat 


gatgcttgac 


3180 


agtgtgaaat 


gtccaatttt 


accttttaca 


caatgtgaga 


tgtatgaaaa 


tcaactcatt 


3240 


ttattctcgg 


caacatctgg 


agaagcataa 


gctaattaag 


ggcgatgatt 


attattacaa 


3300 


gaagaaacca 


agacattaca 


ccatggtttt 


tagacatttc 


tgatttggtt 


tcttatcttt 


3360 


cattttataa 


gaaggttggt 


tttaaacaat 


acactaagaa 


tgactcctat 


aaagaaaaca 


3420 


aaaaaaggta 


gtgaactttc 


agctaccttt 


taaagaggct 


aagttatctt 


tgataacatc 


3480 


atataaagca 


actgttgact 


tcagcctgtt 


ggtgagttta 


gttgtgcatg 


cctttgttgt 


3540 


atataagcta 


aattctagtg 


acccatgtgt 


caaaaatctt 


acttctacat 


ttttttgtat 


3600 


ttattttcta 


ctgtgtaaat 


gtattccttt 


gtagaatcat 


ggttgttttg 


tctcacgtga 


3660 


taattcagaa 


aatccttgct 


cgttccgcaa 


atcctaaagc 


tccttttgga 


gatgatatag 


3720 


gatgtgaaat 


acagaaacct 


cagtgaaatc 


aagaaataat 


gatcccagcc 


agactgagaa 


3780 


aatgtaagca 


gacagtgcca 


cagttagctc 


atacagtgcc 


tttgagcaag 


ttaggaaaag 


3840 


atgcccccac 


tgggcagaca 


cagccctatg 


ggtcatggtt 


tgacaaacag 


agtgagagac 


3900 


catattttag 


ccccactcac 


cctcttgggt 


gcacgacctg 


tacagccaaa 


cacagcatcc 


3960 


aatatgaata 


cccatcccct 


gaccgcatcc 


ccagtagtca 


gattatagaa 


tctgcaccaa 


4020 


gatgtttagc 


tttatacctt 


ggccacagag 


agggatgaac 


tgtcatccag 


accatgtgtc 


4080 


aggaaaattg 


tgaacgtaga 


tgaggtacat 


acactgccgc 


ttctcaaatc 


cccagagcct 


4140 


ttaggaacag 


gagagtagac 


taggattcct 


tctcttaaaa 


aggtacatat 


atatggaaaa 


AO r\f\ 
4 z uu 


aaatcatatt 


gccgttcttt 


aaaaggcaac 


tgcatggtac 


attgttgatt 


gttatgactg 


4260 


gtacactctg 


gcccagccag 


agctataatt 


gttttttaaa 


tgtgtcttga 


agaatgcaca 


4320 


gtgacaaggg 


gagtagctat 


tgggaacagg 


gaactgtcct 


acactgctat 


tgttgctaca 


4380 


tgtatcgagc 


cttgattgct 


cctagttata 


tacagggtct 


atcttgcttc 


ctacctacat 


4440 


ctgcttgagc 


agtgcctcaa 


gtacatcctt 


attaggaaca 


tttcaaaccc 


cttttagtta 


4500 



• 



agtctttcac taaggttctc ttgcatatat ttcaagtgaa tgttggatct cagactaacc 4560 

atagtaataa tacacatttc tgtgagtgct gacttgtctt tgcaatattt cttttctgat 4 620 

ttatttaatt ttcttgtatt tatatgttaa aatcaaaaat gttaaaatca atgaaataaa 4 680 

tttgcagtta aga 4 693 

<210> 18 

<211> 4723 

<212> DNA 

<213> Homo sapiens 

<400> 18 

cgggagcggc gggggcggcg ccgaggccgc gggcgggggg aggagggccg cagccccgga 60 
gaggggaaaa ggcgggccgg acggcgccag cagccagccc gaggacgcga gcggcaggtg 120 
tgcacagagg ttctccactt tgttttctga actcgcggtc aggatggttt tctctgtcag 180 
gcagtgtggc catgttggca gaactgaaga agttttactg acgttcaaga tattccttgt 



aacaggcgtc aaaccccaga gaaatatctg caatttgtca tctatttgca atgactcagc 



240 



catcatttgt cttcatgtcg ttctggtaac atccctggaa gaagatactg ataattccag 300 
tttgtcacca ccacctgcta aattatctgt tgtcagtttt gccccctcct ccaatggtac 



360 



tccagaggtt gaaacaacaa gcctcaatga tgttacttta agcttactcc cttcaaacga 420 



480 



attttttaga ggtgagatca tgtttcaata tgataaagaa agcactgttc cccagaatca 540 



600 

660 



acatataacg aatggcacct taactggagt cctgtctcta agtgaattaa aacgctcaga 
gctcaacaaa accctgcaaa ccctaagtga gacttacttt ataatgtgtg ctacagcaga 

ggcccaaagc acattaaatt gtacattcac aataaaactg aataatacaa tgaatgcatg 720 

tgctgcaata gccgctttgg aaagagtaaa gattcgacca atggaacact gctgctgttc 780 

tgtcaggata ccctgccctt cctccccaga agagttggga aagcttcagt gtgacctgca 840 

ggatcccatt gtctgtcttg ctgaccatcc acgtggccca ccattttctt ccagccaatc 900 

catcccagtg gtgcctcggg ccactgtgct ttcccaggtc cccaaagcta cctcttttgc 960 

tgagcctcca gattattcac ctgtgaccca caatgttccc tctccaatag gggagattca 1020 

acccctttca ccccagcctt cagctcccat agcttccagc cctgccattg acatgccccc 1080 

acagtctgaa acgatctctt cccctatgcc ccaaacccat gtctccggca ccccacctcc 1140 

tgtgaaagcc tcattttcct ctcccaccgt gtctgcccct gcgaatgtca acactaccag 1200 

cgcacctcct gtccagacag acatcgtcaa caccagcagt atttctgatc ttgagaacca 12 60 



10 




agtgttgcag 


atggagaagg 


ctctgtcctt 


gggcagcctg 


gagcctaacc 


tcgcaggaga 


1320 


aatgatcaac 


caagtcagca 


gactccttca 


ttccccgcct 


gacatgctgg 


cccctctggc 


1380 


tcaaagattg 


ctgaaagtag 


tggatgacat 


tggcctacag 


ctgaactttt 


caaacacgac 


1440 


tataagtcta 


acctcccctt 


ctttggctct 


ggctgtgatc 


agagtgaatg 


ccagtagttt 


1500 


caacacaact 


acctttgtgg 


cccaagaccc 


tgcaaatctt 


caggtttctc 


tggaaaccca 


1560 


agctcctgag 


aacagtattg 


gcacaattac 


tcttccttca 


tcgctgatga 


ataatttacc 


1620 


agctcatgac 


atggagctag 


cttccagggt 


tcagttcaat 


ttttttgaaa 


cacctgcttt 


1680 


gtttcaggat 


ccttccctgg 


agaacctctc 


tctgatcagc 


tacgtcatat 


catcgagtgt 


1740 


tgcaaacctg 


accgtcagga 


acttgacaag 


aaacgtgaca 


gtcacattaa 


agcacatcaa 


1800 


cccgagccag 


gatgagttaa 


cagtgagatg 


tgtattttgg 


gacttgggca 


gaaatggtgg 


1860 


cagaggaggc 


tggtcagaca 


atggctgctc 


tgtcaaagac 


aggagattga 


atgaaaccat 


1920 


ctgtacctgt 


agccatctaa 


caagcttcgg 


cgttctgctg 


gacctatcta 


ggacatctgt 


1980 


gctgcctgct 


caaatgatgg 


ctctgacgtt 


cattacatat 


attggttgtg 


ggctttcatc 


2040 


aatttttctg 


tcagtgactc 


ttgtaaccta 


catagctttt 


gaaaagatcc 


ggagggatta 


2100 


cccttccaaa 


atcctcatcc 


agctgtgtgc 


tgctctgctt 


ctgctgaacc 


tggtcttcct 


2160 


cctggactcg 


tggattgctc 


tgtataagat 


gcaaggcctc 


tgcatctcag 


tggctgtatt 


2220 


tcttcattat 


tttctcttgg 


tctcattcac 


atggatgggc 


ctagaagcat 


tccatatgta 


2280 


cctggccctt 


gtcaaagtat 


ttaatactta 


catccgaaaa 


tacatcctta 


aattctgcat 


2340 


tgtcggttgg 


ggggtaccag 


ctgtggttgt 


gaccatcatc 


ctgactatat 


ccccagataa 


2400 


ctatgggctt 


ggatcctatg 


ggaaattccc 


caatggttca 


ccggatgact 


tctgctggat 


2460 


caacaacaat 


gcagtattct 


acattacggt 


ggtgggatat 


ttctgtgtga 


tatttttgct 


2520 


gaacgtcagc 


atgttcattg 


tggtcctggt 


tcagctctgt 


cgaattaaaa 


agaagaagca 


2580 


actgggagcc 


cagcgaaaaa 


ccagtattca 


agacctcagg 


agtatcgctg 


gccttacatt 


2640 


tttactggga 


ataacttggg 


gctttgcctt 


ctttgcctgg 


ggaccagtta 


acgtgacctt 


2700 


catgtatctg 


tttgccatct 


ttaatacctt 


acaaggattt 


ttcatattca 


tcttttactg 


2760 


tgtggccaaa 


gaaaatgtca 


ggaagcaatg 


gaggcggtat 


ctttgttgtg 


gaaagttacg 


2820 


gctggctgaa 


aattctgact 


ggagtaaaac 


tgctactaat 


ggtttaaaga 


agcagactgt 


2880 


aaaccaagga 


gtgtccagct 


cttcaaattc 


cttacagtca 


agcagtaact 


ccactaactc 


2940 


caccacactg 


ctagtgaata 


atgattgctc 


agtacacgca 


agcgggaatg 


gaaatgcttc 


3000 




tacagagagg 


aatggggtct 


cttttagtgt 


tcagaatgga 


gatgtgtgcc 


ttcacgattt 


3060 


cactggaaaa 


cagcacatgt 


ttaacgagaa 


ggaagattcc 


tgcaatggga 


aaggccgtat 


3120 


ggctctcaga 


aggacttcaa 


agcggggaag 


cttacacttt 


attgagcaaa 


tgtgattcct 


3180 


ttcttctaaa 


atcaaagcat 


gatgcttgac 


agtgtgaaat 


gtccaatttt 


accttttaca 


3240 


caatgtgaga 


tgtatgaaaa 


tcaactcatt 


ttattctcgg 


caacatctgg 


agaagcataa 


3300 


gctaattaag 


ggcgatgatt 


attattacaa 


gaagaaacca 


agacattaca 


ccatggtttt 


3360 


tagacatttc 


tgatttggtt 


tcttatcttt 


cattttataa 


gaaggttggt 


tttaaacaat 


3420 


acactaagaa 


tgactcctat 


aaagaaaaca 


aaaaaaggta 


gtgaactttc 


agctaccttt 


3480 


taaagaggct 


aagttatctt 


tgataacatc 


atataaagca 


actgttgact 


tcagcctgtt 


3540 


ggtgagttta 


gttgtgcatg 


cctttgttgt 


atataagcta 


aattctagtg 


acccatgtgt 


3600 


caaaaatctt 


acttctacat 


ttttttgtat 


ttattttcta 


ctgtgtaaat 


gtattccttt 


3660 


gtagaatcat 


ggttgttttg 


tctcacgtga 


taattcagaa 


aatccttgct 


cgttccgcaa 


3720 


atcctaaagc 


tccttttgga 


gatgatatag 


gatgtgaaat 


acagaaacct 


cagtgaaatc 


3780 


aagaaataat 


gatcccagcc 


agactgagaa 


aatgtaagca 


gacagtgcca 


cagttagctc 


3840 


atacagtgcc 


tttgagcaag 


ttaggaaaag 


atgcccccac 


tgggcagaca 


cagccctatg 


3900 


ggtcatggtt 


tgacaaacag 


agtgagagac 


catattttag 


ccccactcac 


cctcttgggt 


3960 


gcacgacctg 


tacagccaaa 


cacagcatcc 


aatatgaata 


cccatcccct 


gaccgcatcc 


4020 


ccagtagtca 


gattatagaa 


tctgcaccaa 


gatgtttagc 


tttatacctt 


ggccacagag 


4080 


agggatgaac 


tgtcatccag 


accatgtgtc 


aggaaaattg 


tgaacgtaga 


tgaggtacat 


4140 


acactgccgc 


ttctcaaatc 


cccagagcct 


ttaggaacag 


gagagtagac 


taggattcct 


4200 


tctcttaaaa 


aggtacatat 


atatggaaaa 


aaatcatatt 


gccgttcttt 


aaaaggcaac 


4260 


tgcatggtac 


attgttgatt 


gttatgactg 


gtacactctg 


gcccagccag 


agctataatt 


4320 


gttttttaaa 


tgtgtcttga 


agaatgcaca 


gtgacaaggg 


gagt agctat 


ugg gaacagg 


fi U 


gaactgtcct 


acactgctat 


tgttgctaca 


tgtatcgagc 


cttgattgct 


cctagttata 


4440 


tacagggtct 


atcttgcttc 


ctacctacat 


ctgcttgagc 


agtgcctcaa 


gtacatcctt 


4500 


attaggaaca 


tttcaaaccc 


cttttagtta 


agtctttcac 


taaggttctc 


ttgcatatat 


4560 


ttcaagtgaa 


tgttggatct 


cagactaacc 


atagtaataa 


tacacatttc 


tgtgagtgct 


4620 


gacttgtctt 


tgcaatattt 


cttttctgat 


ttatttaatt 


ttcttgtatt 


tatatgttaa 


4680 



aatcaaaaat 


gttaaaatca 


atgaaataaa 


tttgcagtta 


aga 




4723 
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<400> 19 
cgggagcggc 


gggggcggcg 


ccgaggccgc 


gggcgggggg 


aggagggccg 


cagccccgga 


60 


gaggggaaaa 


ggcgggccgg 


acggcgccag 


cagccagccc 


gaggacgcga 


gcggcaggtg 


120 


tgcacagagg 


ttctccactt 


tgttttctga 


actcgcggtc 


aggatggttt 


tctctgtcag 


180 


gcagtgtggc 


catgttggca 


gaactgaaga 


agttttactg 


acgttcaaga 


tattccttgt 


240 


catcatttgt 


cttcatgtcg 


ttctggtaac 


atccctggaa 


gaagatactg 


ataattccag 


300 


tttgtcacca 


ccacctgagg 


ttgaaacaac 


aagcctcaat 


gatgttactt 


taagcttact 


360 


cccttcaaac 


gaaacagaaa 


aaactaaaat 


cactatagta 


aaaaccttca 


atgcttcagg 


420 


cgtcaaaccc 


cagagaaata 


tctgcaattt 


gtcatctatt 


tgcaatgact 


cagcattttt 


480 


tagaggtgag 


atcatgtttc 


aatatgataa 


agaaagcact 


gttccccaga 


atcaacatat 


540 


aacgaatggc 


accttaactg 


gagtcctgtc 


tctaagtgaa 


ttaaaacgct 


cagagctcaa 


600 


caaaaccctg 


caaaccctaa 


gtgagactta 


ctttataatg 


tgtgctacag 


cagaggccca 


660 


aagcacatta 


aattgtacat 


tcacaataaa 


actgaataat 


acaatgaatg 


catgtgctgc 


720 


aatagccgct 


ttggaaagag 


taaagattcg 


accaatggaa 


cactgctgct 


gttctgtcag 


780 


gataccctgc 


ccttcctccc 


cagaagagtt 


gggaaagctt 


cagtgtgacc 


tgcaggatcc 


840 


cattgtctgt 


cttgctgacc 


atccacgtgg 


cccaccattt 


tcttccagcc 


aatccatccc 


900 


agtggtgcct 


cgggccactg 


tgctttccca 


ggtccccaaa 


gctacctctt 


ttgctgagcc 


960 


tccagattat 


tcacctgtga 


cccacaatgt 


tccctctcca 


ataggggaga 


ttcaacccct 


1020 


ttcaccccag 


ccttcagctc 


ccatagcttc 


cagccctgcc 


attgacatgc 


ccccacagtc 


1080 


tgaaacgatc 


tcttccccta 


tgccccaaac 


ccatgtctcc 


ggcaccccac 


ctcctgtgaa 


1140 


agcctcattt 


tcctctccca 


ccgtgtctgc 


ccctgcgaat 


gtcaacacta 


ccagcgcacc 


1200 


tcctgtccag 


acagacatcg 


tcaacaccag 


cagtatttct 


gatcttgaga 


accaagtgtt 


1260 


gcagatggag 


aaggctctgt 


ccttgggcag 


cctggagcct 


aacctcgcag 


gagaaatgat 


1320 


caaccaagtc 


agcagactcc 


ttcattcccc 


gcctgacatg 


ctggcccctc 


tggctcaaag 


1380 


attgctgaaa 


gtagtggatg 


acattggcct 


acagctgaac 


ttttcaaaca 


cgactataag 


1440 




tctaacctcc 


ccttctttgg 


ctctggctgt 


gatcagagtg 


aatgccagta 


gtttcaacac 


1500 


aactaccttt 


gtggcccaag 


accctgcaaa 


tcttcaggtt 


tctctggaaa 


cccaagctcc 


1560 


tgagaacagt 


attggcacaa 


ttactcttcc 


ttcatcgctg 


atgaataatt 


taccagctca 


1620 


tgacatggag 


ctagcttcca 


gggttcagtt 


caattttttt 


gaaacacctg 


ctttgtttca 


1680 


ggatccttcc 


ctggagaacc 


tctctctgat 


cagctacgtc 


atatcatcga 


gtgttgcaaa 


1740 


cctgaccgtc 


aggaacttga 


caagaaacgt 


gacagtcaca 


ttaaagcaca 


tcaacccgag 


1800 


ccaggatgag 


ttaacagtga 


gatgtgtatt 


ttgggacttg 


ggcagaaatg 


gtggcagagg 


1860 


aggctggtca 


gacaatggct 


gctctgtcaa 


agacaggaga 


ttgaatgaaa 


ccatctgtac 


1920 


ctgtagccat 


ctaacaagct 


tcggcgttct 


gctggaccta 


tctaggacat 


ctgtgctgcc 


1980 


tgctcaaatg 


atggctctga 


cgttcattac 


atatattggt 


tgtgggcttt 


catcaatttt 


2040 


tctgtcagtg 


actcttgtaa 


cctacatagc 


ttttgaaaag 


atccggaggg 


attacccttc 


2100 


caaaatcctc 


atccagctgt 


gtgctgctct 


gcttctgctg 


aacctggtct 


tcctcctgga 


2160 


ctcgtggatt 


gctctgtata 


agatgcaagg 


cctctgcatc 


tcagtggctg 


tatttcttca 


2220 


ttattttctc 


ttggtctcat 


tcacatggat 


gggcctagaa 


gcattccata 


tgtacctggc 


2280 


ccttgtcaaa 


gtatttaata 


cttacatccg 


aaaatacatc 


cttaaattct 


gcattgtcgg 


2340 


ttggggggta 


ccagctgtgg 


ttgtgaccat 


catcctgact 


atatccccag 


ataactatgg 


2400 


gcttggatcc 


tatgggaaat 


tccccaatgg 


ttcaccggat 


gacttctgct 


ggatcaacaa 


2460 


caatgcagta 


ttctacatta 


cggtggtggg 


atatttctgt 


gtgatatttt 


tgctgaacgt 


2520 


cagcatgttc 


attgtggtcc 


tggttcagct 


ctgtcgaatt 


aaaaagaaga 


agcaactggg 


2580 


agcccagcga 


aaaaccagta 


ttcaagacct 


caggagtatc 


gctggcctta 


catttttact 


2640 


gggaataact 


tggggctttg 


ccttctttgc 


ctggggacca 


gttaacgtga 


ccttcatgta 


2700 


tctgtttgcc 


atctttaata 


ccttacaagg 


atttttcata 


ttcatctttt 


actgtgtggc 


2760 


caaagaaaat 


gtcaggaagc 


aatggaggcg 


gtatctttgt 


tgtggaaagt 


tacggctggc 


2820 


tgaaaattct 


gactggagta 


aaactgctac 


taatggttta 


aagaagcaga 


ctgtaaacca 


2880 


aggagtgtcc 


agctcttcaa 


attccttaca 


gtcaagcagt 


aactccacta 


actccaccac 


2940 


actgctagtg 


aataatgatt 


gctcagtaca 


cgcaagcggg 


aatggaaatg 


cttctacaga 


3000 


gaggaatggg 


gtctctttta 


gtgttcagaa 


tggagatgtg 


tgccttcacg 


atttcactgg 


3060 


aaaacagcac 


atgtttaacg 


agaaggaaga 


ttcctgcaat 


gggaaaggcc 


gtatggctct 


3120 


cagaaggact 


tcaaagcggg 


gaagcttaca 


ctttattgag 


caaatgtgat 


tcctttcttc 


3180 




taaaatcaaa 


gcatgatgct 


tgacagtgtg 


aaatgtccaa 


ttttaccttt 


tacacaatgt 


3240 


gagatgtatg 


aaaatcaact 


cattttattc 


tcggcaacat 


ctggagaagc 


ataagctaat 


3300 


taagggcgat 


gattattatt 


acaagaagaa 


accaagacat 


tacaccatgg 


tttttagaca 


3360 


tttctgattt 


ggtttcttat 


ctttcatttt 


ataagaaggt 


tggttttaaa 


caatacacta 


3420 


agaatgactc 


ctataaagaa 


aacaaaaaaa 


ggtagtgaac 


tttcagctac 


cttttaaaga 


3480 


ggctaagtta 


tctttgataa 


catcatataa 


agcaactgtt 


gacttcagcc 


tgttggtgag 


3540 


tttagttgtg 


catgcctttg 


ttgtatataa 


gctaaattct 


agtgacccat 


gtgtcaaaaa 


3600 


tcttacttct 


acattttttt 


gtatttattt 


tctactgtgt 


aaatgtattc 


ctttgtagaa 


3660 


tcatggttgt 


tttgtctcac 


gtgataattc 


agaaaatcct 


tgctcgttcc 


gcaaatccta 


3720 


aagctccttt 


tggagatgat 


ataggatgtg 


aaatacagaa 


acctcagtga 


aatcaagaaa 


3780 


taatgatccc 


agccagactg 


agaaaatgta 


agcagacagt 


gccacagtta 


gctcatacag 


3840 


tgcctttgag 


caagttagga 


aaagatgccc 


ccactgggca 


gacacagccc 


tatgggtcat 


3900 


ggtttgacaa 


acagagtgag 


agaccatatt 


ttagccccac 


tcaccctctt 


gggtgcacga 


3960 


cctgtacagc 


caaaacagca 


tccaatatga 


atacccatcc 


cctgaccgca 


tccccagtag 


4020 


tcagattata 


gaatctgcac 


caagatgttt 


agctttatac 


cttggccaca 


gagagggatg 


4080 


aactgtcatc 


cagaccatgt 


gtcaggaaaa 


ttgtgaacgt 


agatgaggta 


catacactgc 


4140 


cgcttctcaa 


atccccagag 


cctttaggaa 


caggagagta 


gactaggatt 


ccttctctta 


4200 


aaaaggtaca 


tatatatgga 


aaaaaatcat 


attgccgttc 


tttaaaaggc 


aactgcatgg 


4260 


tacattgttg 


attgttatga 


ctggtacact 


ctggcccagc 


cagagctata 


attgtttttt 


4320 


aaatgtgtct 


tgaagaatgc 


acagtgacaa 


ggggagtagc 


tattgggaac 


agggaactgt 


4380 


cctacactgc 


tattgttgct 


acatgtatcg 


agccttgatt 


gctcctagtt 


aua uacaggg 




tctatcttgc 


ttcctaccta 


catctgcttg 


agcagtgcct 


caagtacatc 


cttattagga 


4500 


acatttcaaa 


ccccttttag 


ttaagtcttt 


cactaaggtt 


ctcttgcata 


tatttcaagt 


4560 


gaatgttgga 


tctcagacta 


accatagtaa 


taatacacat 


ttctgtgagt 


gctgacttgt 


4620 


ctttgcaata 


tttcttttct 


gatttattta 


attttcttgt 


atttatatgt 


taaaatcaaa 


4680 


aatgttaaaa 


tcaatgaaat 


aaatttgcag 


ttaaga 
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<213> Homo sapiens 
<400> 20 



cgggagcggc 


gggggcggcg 


ccgaggccgc 


gggcgggggg 


aggagggccg 


cagccccgga 


60 


gaggggaaaa 


ggcgggccgg 


acggcgccag 


cagccagccc 


gaggacgcga 


gcggcaggtg 


120 


tgcacagagg 


ttctccactt 


tgttttctga 


actcgcggtc 


aggatggttt 


tctctgtcag 


180 


gcagtgtggc 


catgttggca 


gaactgaaga 


agttttactg 


acgttcaaga 


tattccttgt 


240 


catcatttgt 


cttcatgtcg 


ttctggta^c 


atccctggaa 


gaagatactg 


ataattccag 


300 


tttgtcacca 


ccacctgagg 


ttgaaacaac 


aagcctcaat 


gatgttactt 


taagcttact 


360 


cccttcaaac 


gaaacaggcg 


tcaaacccca 


gagaaatatc 


tgcaatttgt 


catctatttg 


420 


caatgactca 


gcatttttta 


gaggtgagat 


catgtttcaa 


tatgataaag 


aaagcactgt 


480 


tccccagaat 


caacatataa 


cgaatggcac 


cttaactgga 


gtcctgtctc 


taagtgaatt 


540 


aaaacgctca 


gagctcaaca 


aaaccctgca 


aaccctaagt 


gagacttact 


ttataatgtg 


600 


tgctacagca 


gaggcccaaa 


gcacattaaa 


ttgtacattc 


acaataaaac 


tgaataatac 


660 


aatgaatgca 


tgtgctgcaa 


tagccgcttt 


ggaaagagta 


aagattcgac 


caatggaaca 


720 


ctgctgctgt 


tctgtcagga 


taccctgccc 


ttcctcccca 


gaagagttgg 


gaaagcttca 


780 


gtgtgacctg 


caggatccca 


ttgtctgtct 


tgctgaccat 


ccacgtggcc 


caccattttc 


840 


ttccagccaa 


tccatcccag 


tggtgcctcg 


ggccactgtg 


ctttcccagg 


tccccaaagc 


900 


tacctctttt 


gctgagcctc 


cagattattc 


acctgtgacc 


cacaatgttc 


cctctccaat 


960 


agqqgaqatt 


caaccccttt 


caccccagcc 


ttcagctccc 


atagcttcca 


gccctgccat 


1020 


tgacatgccc 


ccacagtctg 


aaacgatctc 


ttcccctatg 


ccccaaaccc 


atgtctccgg 


1080 


caccccacct 


cctgtgaaag 


cctcattttc 


ctctcccacc 


gtgtctgccc 


ctgcgaatgt 


1140 


caacactacc 


agcgcacctc 


ctgtccagac 


agacatcgtc 


aacaccagca 


gtatttctga 


1200 


tcttgagaac 


caagtgttgc 


aga'tggagaa 


ggctctgtcc 


t tgggcagcc 


uggagccuao 




cctcgcagga 


gaaatgatca 


accaagtcag 


cagactcctt 


cattccccgc 


ctgacatgct 


1320 


ggcccctctg 


gctcaaagat 


tgctgaaagt 


agtggatgac 


attggcctac 


agctgaactt 


1380 


ttcaaacacg 


actataagtc 


taacctcccc 


ttctttggct 


ctggctgtga 


tcagagtgaa 


1440 


tgccagtagt 


ttcaacacaa 


ctacctttgt 


ggcccaagac 


cctgcaaatc 


ttcaggtttc 


1500 


tctggaaacc 


caagctcctg 


agaacagtat 


tggcacaatt 


actcttcctt 


catcgctgat 


1560 


gaataattta 


ccagctcatg 


acatggagct 


agcttccagg 


gttcagttca 


atttttttga 


1620 



aacacctgct 


ttgtttcagg 


atccttccct 


ggagaacctc 


tctctgatca 


gctacgtcat 


1680 


atcatcgagt 


gttgcaaacc 


tgaccgtcag 


gaacttgaca 


agaaacgtga 


cagtcacatt 


1740 


aaagcacatc 


aacccgagcc 


aggatgagtt 


aacagtgaga 


tgtgtatttt 


gggacttggg 


1800 


cagaaatggt 


ggcagaggag 


gctggtcaga 


caatggctgc 


tctgtcaaag 


acaggagatt 


1860 


gaatgaaacc 


atctgtacct 


gtagccatct 


aacaagcttc 


ggcgttctgc 


tggacctatc 


1920 


taggacatct 


gtgctgcctg 


ctcaaatgat 


ggctctgacg 


ttcattacat 


atattggttg 


1980 


tgggctttca 


tcaatttttc 


tgtcagtgac 


tcttgtaacc 


tacatagctt 


ttgaaaagat 


2040 


ccggagggat 


tacccttcca 


aaatcctcat 


ccagctgtgt 


gctgctctgc 


ttctgctgaa 


2100 


cctggtcttc 


ctcctggact 


cgtggattgc 


tctgtataag 


atgcaaggcc 


tctgcatctc 


2160 


agtggctgta 


tttcttcatt 


attttctctt 


ggtctcattc 


acatggatgg 


gcctagaagc 


2220 


attccatatg 


tacctggccc 


ttgtcaaagt 


atttaatact 


tacatccgaa 


aatacatcct 


2280 


taaattctgc 


attgtcggtt 


ggggggtacc 


agctgtggtt 


gtgaccatca 


tcctgactat 


2340 


atccccagat 


aactatgggc 


ttggatccta 


tgggaaattc 


cccaatggtt 


caccggatga 


2400 


cttctgctgg 


atcaacaaca 


atgcagtatt 


ctacattacg 


gtggtgggat 


atttctgtgt 


2460 


gatatttttg 


ctgaacgtca 


gcatgttcat 


tgtggtcctg 


gttcagctct 


gtcgaattaa 


2520 


aaagaagaag 


caactgggag 


cccagcgaaa 


aaccagtatt 


caagacctca 


ggagtatcgc 


2580 


tggccttaca 


tttttactgg 


gaataacttg 


gggctttgcc 


ttctttgcct 


ggggaccagt 


2640 


taacgtgacc 


ttcatgtatc 


tgtttgccat 


ctttaatacc 


ttacaaggat 


ttttcatatt 


2700 


catcttttac 


tgtgtggcca 


aagaaaatgt 


caggaagcaa 


tggaggcggt 


atctttgttg 


2760 


tggaaagtta 


cggctggctg 


aaaattctga 


ctggagtaaa 


actgctacta 


atggtttaaa 


2820 


gaagcagact 


gtaaaccaag 


gagtgtccag 


ctcttcaaat 


tccttacagt 


caagcagtaa 


2880 


ctccactaac 


tccaccacac 


tgctagtgaa 


taatgattgc 


tcagtacacg 


caagcgggaa 


2940 


tggaaatgct 


tctacagaga 


ggaatggggt 


ctcttttagt 


gttcagaatg 


gagatgtgtg 


3000 


ccttcacgat 


ttcactggaa 


aacagcacat 


gtttaacgag 


aaggaagatt 


cctgcaatgg 


3060 


gaaaggccgt 


atggctctca 


gaaggacttc 


aaagcgggga 


agcttacact 


ttattgagca 


3120 


aatgtgattc 


ctttcttcta 


aaatcaaagc 


atgatgcttg 


acagtgtgaa 


atgtccaatt 


3180 


ttacctttta 


cacaatgtga 


gatgtatgaa 


aatcaactca 


ttttattctc 


ggcaacatct 


3240 


ggagaagcat 


aagctaatta 


agggcgatga 


ttattattaC 


aagaagaaac 


caagacatta 


3300 


caccatggtt 


tttagacatt 


tctgatttgg 


tttcttatct 


ttcattttat 


aagaaggttg 


3360 




gttttaaaca 


atacactaag 


aatgactcct 


ataaagaaaa 


caaaaaaagg 


tagtgaactt 


3420 


tcagctacct 


tttaaagagg 


ctaagttatc 


tttgataaca 


tcatataaag 


caactgttga 


3480 


cttcagcctg 


ttggtgagtt 


tagttgtgca 


tgcctttgtt 


gtatataagc 


taaattctag 


3540 


tgacccatgt 


gtcaaaaatc 


ttacttctac 


atttttttgt 


atttattttc 


tactgtgtaa 


3600 


atgtattcct 


ttgtagaatc 


atggttgttt 


tgtctcacgt 


gataattcag 


aaaatccttg 


3660 


ctcgttccgc 


aaatcctaaa 


gctccttttg 


gagatgatat 


aggatgtgaa 


atacagaaac 


3720 


ctcagtgaaa 


tcaagaaata 


atgatcccag 


ccagactgag 


aaaatgtaag 


cagacagtgc 


3780 


cacagttagc 


tcatacagtg 


cctttgagca 


agttaggaaa 


agatgccccc 


actgggcaga 


3840 


cacagcccta 


tgggtcatgg 


tttgacaaac 


agagtgagag 


accatatttt 


agccccactc 


3900 


accctcttgg 


gtgcacgacc 


tgtacagcca 


aacacagcat 


ccaatatgaa 


tacccatccc 


3960 


ctgaccgcat 


ccccagtagt 


cagattatag 


aatctgcacc 


aagatgttta 


gctttatacc 


4020 


ttggccacag 


agagggatga 


actgtcatcc 


agaccatgtg 


tcaggaaaat 


tgtgaacgta 


4080 


gatgaggtac 


atacactgcc 


gcttctcaaa 


tccccagagc 


ctttaggaac 


aggagagtag 


4140 


actaggattc 


cttctcttaa 


aaaggtacat 


atatatggaa 


aaaaatcata 


ttgccgttct 


4200 


ttaaaaggca 


actgcatggt 


acattgttga 


ttgttatgac 


tggtacactc 


tggcccagcc 


4260 


agagctataa 


ttgtttttta 


aatgtgtctt 


gaagaatgca 


cagtgacaag 


gggagtagct 


4320 


attgggaaca 


gggaactgtc 


ctacactgct 


attgttgcta 


catgtatcga 


gccttgattg 


4380 


ctcctagtta 


tatacagggt 


ctatcttgct 


tcctacctac 


atctgcttga 


gcagtgcctc 


4440 


aagtacatcc 


ttattaggaa 


catttcaaac 


cccttttagt 


taagtctttc 


actaaggttc 


4500 


tcttgcatat 


atttcaagtg 


aatgttggat 


ctcagactaa 


ccatagtaat 


aatacacatt 


4560 


tctgtgagtg 


ctgacttgtc 


tttgcaatat 


ttcttttctg 


atttatttaa 


ttttcttgta 


4620 


tttatatgtt 


aaaatcaaaa 


atgttaaaat 


caatgaaata 


aatttgcagt 


taaga 
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<400> 21 
cgggagcggc 


gggggcggcg 


ccgaggccgc 


gggcgggggg 


aggagggccg 


cagccccgga 


60 


gaggggaaaa 


ggcgggccgg 


acggcgccag 


cagccagccc 


gaggacgcga 


gcggcaggtg 


120 


tgcacagagg 


ttctccactt 


tgttttctga 


actcgcggtc 


aggatggttt 


tctctgtcag 


180 




gcagtgtggc 


catgttggca 


gaactgaaga 


agttttactg 


acgttcaaga 


tattccttgt 


240 


catcatttgt 


cttcatgtcg 


ttctggtaac 


atccctggaa 


gaagatactg 


ataattccag 


300 


tttgtcacca 


ccacctgcta 


aattatctgt 


tgtcagtttt 


gccccctcct 


ccaatggtac 


360 


tccagatgtt 


actttaagct 


tactcccttc 


aaacgaaaca 


ggcgtcaaac 


cccagagaaa 


420 


tatctgcaat 


ttgtcatcta 


tttgcaatga 


ctcagcattt 


tttagaggtg 


agatcatgtt 


480 


tcaatatgat 


aaagaaagca 


ctgttcccca 


gaatcaacat 


ataacgaatg 


gcaccttaac 


540 


tggagtcctg 


tctctaagtg 


aattaaaacg 


ctcagagctc 


aacaaaaccc 


tgcaaaccct 


600 


aagtgagact 


tactttataa 


tgtgtgctac 


agcagaggcc 


caaagcacat 


taaattgtac 


660 


attcacaata 


aaactgaata 


atacaatgaa 


tgcatgtgct 


gcaatagccg 


ctttggaaag 


720 


agtaaagatt 


cgaccaatgg 


aacactgctg 


ctgttctgtc 


aggataccct 


gcccttcctc 


780 


cccagaagag 


ttgggaaagc 


ttcagtgtga 


cctgcaggat 


cccattgtct 


gtcttgctga 


840 


ccatccacgt 


ggcccaccat 


tttcttccag 


ccaatccatc 


ccagtggtgc 


ctcgggccac 


900 


tgtgctttcc 


caggtcccca 


aagctacctc 


ttttgctgag 


cctccagatt 


attcacctgt 


960 


gacccacaat 


gttccctctc 


caatagggga 


gattcaaccc 


ctttcacccc 


agccttcagc 


1020 


tcccatagct 


tccagccctg 


ccattgacat 


gcccccacag 


tctgaaacga 


tctcttcccc 


1080 


tatgccccaa 


acccatgtct 


ccggcacccc 


acctcctgtg 


aaagcctcat 


tttcctctcc 


1140 


caccgtgtct 


gcccctgcga 


atgtcaacac 


taccagcgca 


cctcctgtcc 


agacagacat 


1200 


cgtcaacacc 


agcagtattt 


ctgatcttga 


gaaccaagtg 


ttgcagatgg 


agaaggctct 


1260 


gtccttgggc 


agcctggagc 


ctaacctcgc 


aggagaaatg 


atcaaccaag 


tcagcagact 


1320 


ccttcattcc 


ccgcctgaca 


tgctggcccc 


tctggctcaa 


agattgctga 


aagtagtgga 


1380 


tgacattggc 


ctacagctga 


acttttcaaa 


cacgactata 


agtctaacct 


ccccttcttt 


1440 


ggctctggct 


gtgatcagag 


tgaatgccag 


tagtttcaac 


acaactacct 


ttgtggccca 


1500 


agaccctgca 


aatcttcagg 


tttctctgga 


aacccaagct 


cctgagaaca 


gtattggcac 


X 0 dU 


aattactctt 


ccttcatcgc 


tgatgaataa 


tttaccagct 


catgacatgg 


agctagcttc 


1620 


cagggttcag 


ttcaattttt 


ttgaaacacc 


tgctttgttt 


caggatcctt 


ccctggagaa 


1680 


cctctctctg 


atcagctacg 


tcatatcatc 


gagtgttgca 


aacctgaccg 


tcaggaactt 


1740 


gacaagaaac 


gtgacagtca 


cattaaagca 


catcaacccg 


agccaggatg 


agttaacagt 


1800 


gagatgtgta 


ttttgggact 


tgggcagaaa 


tggtggcaga 


ggaggctggt 


cagacaatgg 


1860 




ctgctctgtc 


aaagacagga 


gattgaatga 


aaccatctgt 


acctgtagcc 


atctaacaag 


1920 


cttcggcgtt 


ctgctggacc 


tatctaggac 


atctgtgctg 


cctgctcaaa 


tgatggctct 


1980 


gacgttcatt 


acatatattg 


gttgtgggct 


ttcatcaatt 


tttctgtcag 


tgactcttgt 


2040 


aacctacata 


gcttttgaaa 


agatccggag 


ggattaccct 


tccaaaatcc 


tcatccagct 


2100 


gtgtgctgct 


ctgcttctgc 


tgaacctggt 


cttcctcctg 


gactcgtgga 


ttgctctgta 


2160 


taagatgcaa 


ggcctctgca 


tctcagtggc 


tgtatttctt 


cattattttc 


tcttggtctc 


2220 


attcacatgg 


atgggcctag 


aagcattcca 


tatgtacctg 


gcccttgtca 


aagtatttaa 


2280 


tacttacatc 


cgaaaataca 


tccttaaatt 


ctgcattgtc 


ggttgggggg 


taccagctgt 


2340 


ggttgtgacc 


atcatcctga 


ctatatcccc 


agataactat 


gggcttggat 


cctatgggaa 


2400 


attccccaat 


ggttcaccgg 


atgacttctg 


ctggatcaac 


aacaatgcag 


tattctacat 


2460 


tacggtggtg 


ggatatttct 


gtgtgatatt 


tttgctgaac 


gtcagcatgt 


tcattgtggt 


2520 


cctggttcag 


ctctgtcgaa 


ttaaaaagaa 


gaagcaactg 


ggagcccagc 


gaaaaaccag 


2580 


tattcaagac 


ctcaggagta 


tcgctggcct 


tacattttta 


ctgggaataa 


cttggggctt 


2640 


tgccttcttt 


gcctggggac 


cagttaacgt 


gaccttcatg 


tatctgtttg 


ccatctttaa 


2700 


taccttacaa 


ggatttttca 


tattcatctt 


ttactgtgtg 


gccaaagaaa 


atgtcaggaa 


2760 


gcaatggagg 


cggtatcttt 


gttgtggaaa 


gttacggctg 


gctgaaaatt 


ctgactggag 


2820 


taaaactgct 


actaatggtt 


taaagaagca 


gactgtaaac 


caaggagtgt 


ccagctcttc 


2880 


aaattcctta 


cagtcaagca 


gtaactccac 


taactccacc 


acactgctag 


tgaataatga 


2940 


ttgctcagta 


cacgcaagcg 


ggaatggaaa 


tgcttctaca 


gagaggaatg 


gggtctcttt 


3000 


tagtgttcag 


aatggagatg 


tgtgccttca 


cgatttcact 


ggaaaacagc 


acatgtttaa 


3060 


cgagaaggaa 


gattcctgca 


atgggaaagg 


ccgtatggct 


ctcagaagga 


cttcaaagcg 


3120 


gggaagctta 


cactttattg 


agcaaatgtg 


attcctttct 


tctaaaatca 


aagcatgatg 


3180 


cttgacagtg 


tgaaatgtcc 


aattttacct 


tttacacaat 


gtgagatgta 


tgaaaatcaa 


3240 


ctcattttat 


tctcggcaac 


atctggagaa 


gcataagcta 


attaagggcg 


atgattatta 


3300 


ttacaagaag 


aaaccaagac 


attacaccat 


ggtttttaga 


catttctgat 


ttggtttctt 


3360 


atctttcatt 


ttataagaag 


gttggtttta 


aacaatacac 


taagaatgac 


tcctataaag 


3420 


aaaacaaaaa 


aaggtagtga 


actttcagct 


accttttaaa 


gaggctaagt 


tatctttgat 


3480 


aacatcatat 


aaagcaactg 


ttgacttcag 


cctgttggtg 


agtttagttg 


tgcatgcctt 


3540 


tgttgtatat 


aagctaaatt 


ctagtgaccc 


atgtgtcaaa 


aatcttactt 


ctacattttt 


3600 




ttgtatttat 


tttctactgt 


gtaaatgtat 


tcctttgtag 


aatcatggtt 


gttttgtctc 


3660 


acgtgataat 


tcagaaaatc 


cttgctcgtt 


ccgcaaatcc 


taaagctcct 


tttggagatg 


3720 


atataggatg 


tgaaatacag 


aaacctcagt 


gaaatcaaga 


aataatgatc 


ccagccagac 


3780 


tgagaaaatg 


taagcagaca 


gtgccacagt 


tagctcatac 


agtgcctttg 


agcaagttag 


3840 


gaaaagatgc 


ccccactggg 


cagacacagc 


cctatgggtc 


atggtttgac 


aaacagagtg 


3900 


agagaccata 


ttttagcccc 


actcaccctc 


ttgggtgcac 


gacctgtaca 


gccaaacaca 


3960 


gcatccaata 


tgaataccca 


tcccctgacc 


gcatccccag 


tagtcagatt 


atagaatctg 


4020 


caccaagatg 


tttagcttta 


taccttggcc 


acagagaggg 


atgaactgtc 


atccagacca 


4080 


tgtgtcagga 


aaattgtgaa 


cgtagatgag 


gtacatacac 


tgccgcttct 


caaatcccca 


4140 


gagcctttag 


gaacaggaga 


gtagactagg 


attccttctc 


ttaaaaaggt 


acatatatat 


4200 


ggaaaaaaat 


catattgccg 


ttctttaaaa 


ggcaactgca 


tggtacattg 


ttgattgtta 


4260 


tgactggtac 


actctggccc 


agccagagct 


ataattgttt 


tttaaatgtg 


tcttgaagaa 


4320 


tgcacagtga 


caaggggagt 


agctattggg 


aacagggaac 


tgtcctacac 


tgctattgtt 


4380 


gctacatgta 


tcgagccttg 


attgctccta 


gttatataca 


gggtctatct 


tgcttcctac 


4440 


ctacatctgc 


ttgagcagtg 


cctcaagtac 


atccttatta 


ggaacatttc 


aaaccccttt 


4500 


tagttaagtc 


tttcactaag 


gttctcttgc 


atatatttca 


agtgaatgtt 


ggatctcaga 


4560 


ctaaccatag 


taataataca 


catttctgtg 


agtgctgact 


tgtctttgca 


atatttcttt 


4620 


tctgatttat 


ttaattttct 


tgtatttata 


tgttaaaatc 


aaaaatgtta 


aaatcaatga 


4680 


aataaatttg 


cagttaaga 
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<400> 22 
cgggagcggc 


gggggcggcg 


ccgaggccgc 


gggcgggggg 


aggagggccg 


cagccccgga 


dO 


gaggggaaaa 


ggcgggccgg 


acggcgccag 


cagccagccc 


gaggacgcga 


gcggcaggtg 


120 


tgcacagagg 


ttctccactt 


tgttttctga 


actcgcggtc 


aggatggttt 


tctctgtcag 


180 


gcagtgtggc 


catgttggca 


gaactgaaga 


agttttactg 


acgttcaaga 


tattccttgt 


240 


catcatttgt 


cttcatgtcg 


ttctggtaac 


atccctggaa 


gaagatactg 


ataattccag 


300 


tttgtcacca 


ccacctgcta 


aattatctgt 


tgtcagtttt 


gccccctcct 


ccaatggtac 


360 




tccagaggtt 


gaaacaacaa 


gcctcaatga 


tgttacttta 


agcttactcc 


cttcaaacga 


420 


aacagaaaaa 


actaaaatca 


ctatagtaaa 


aaccttcaat 


gcttcaggcg 


tcaaacccca 


480 


gagaaatatc 


tgcaatttgt 


catctatttg 


caatgactca 


gcatttttta 


gaggtgagat 


540 


catgtttcaa 


tatgataaag 


aaagcactgt 


tccccagaat 


caacatataa 


cgaatggcac 


600 


cttaactgga 


gtcctgtctc 


taagtgaatt 


aaaacgctca 


gagctcaaca 


aaaccctgca 


660 


aaccctaagt 


gagacttact 


ttataatgtg 


tgctacagca 


gaggcccaaa 


gcacattaaa 


720 


ttgtacattc 


acaataaaac 


tgaataatac 


aatgaatgca 


tgtgctgcaa 


tagccgcttt 


780 


ggaaagagta 


aagattcgac 


caatggaaca 


ctgctgctgt 


tctgtcagga 


taccctgccc 


840 


ttcctcccca 


gaagagttgg 


gaaagcttca 


gtgtgacctg 


caggatccca 


ttgtctgtct 


900 


tgctgaccat 


ccacgtggcc 


caccattttc 


ttccagccaa 


tccatcccag 


tggtgcctcg 


960 


ggccactgtg 


ctttcccagg 


tccccaaagc 


tacctctttt 


gctgagcctc 


cagattattc 


1020 


acctgtgacc 


cacaatgttc 


cctctccaat 


aggggagatt 


caaccccttt 


caccccagcc 


1080 


ttcagctccc 


atagcttcca 


gccctgccat 


tgacatgccc 


ccacagtctg 


aaacgatctc 


1140 


ttcccctatg 


ccccaaaccc 


atgtctccgg 


caccccacct 


cctgtgaaag 


cctcattttc 


1200 


ctctcccacc 


gtgtctgccc 


ctgcgaatgt 


caacactacc 


agcgcacctc 


ctgtccagac 


1260 


agacatcgtc 


aacaccagca 


gtatttctga 


tcttgagaac 


caagtgttgc 


agatggagaa 


1320 


ggctctgtcc 


ttgggcagcc 


tggagcctaa 


cctcgcagga 


gaaatgatca 


accaagtcag 


1380 


cagactcctt 


cattccccgc 


ctgacatgct 


ggcccctctg 


gctcaaagat 


tgctgaaagt 


1440 


agtggatgac 


attggcctac 


agctgaactt 


ttcaaacacg 


actataagtc 


taacctcccc 


1500 


ttctttggct 


ctggctgtga 


tcagagtgaa 


tgccagtagt 


ttcaacacaa 


ctacctttgt 


1560 


ggcccaagac 


cctgcaaatc 


ttcaggtttc 


tctggaaacc 


caagctcctg 


agaacagtat 


1620 


tggcacaatt 


actcttcctt 


catcgctgat 


gaataattta 


ccagctcatg 


acatggagct 


1680 


agcttccagg 


gttcagttca 


atttttt-tga 


aacacctgct 
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ggagaacctc 


tctctgatca 


gctacgtcat 


atcatcgagt 


gttgcaaacc 


tgaccgtcag 


1800 


gaacttgaca 


agaaacgtga 


cagtcacatt 


aaagcacatc 


aacccgagcc 


aggatgagtt 


1860 


aacagtgaga 


tgtgtatttt 


gggacttggg 


cagaaatggt 


ggcagaggag 


gctggtcaga 


1920 


caatggctgc 


tctgtcaaag 


acaggagatt 


gaatgaaacc 


atctgtacct 


gtagccatct 


1980 


aacaagcttc 


ggcgttctgc 


tggacctatc 


taggacatct 


gtgctgcctg 


ctcaaatgat 


2040 



# • 



ggctctgacg 


ttcattacat 


atattggttg 


tgggctttca 


tcaatttttc 


tgtcagtgac 


2100 


tcttgtaacc 


tacatagctt 


ttgaaaagat 


ccggagggat 


tacccttcca 


aaatcctcat 


2160 


ccagctgtgt 


gctgctctgc 


ttctgctgaa 


cctggtcttc 


ctcctggact 


cgtggattgc 


2220 


tctgtataag 


atgcaaggcc 


tctgcatctc 


agtggctgta 


tttcttcatt 


attttctctt 


2280 


ggtctcattc 


acatggatgg 


gcctagaagc 


attccatatg 


tacctggccc 


ttgtcaaagt 


2340 


atttaatact 


tacatccgaa 


aatacatcct 


taaattctgc 


attgtcggtt 


ggggggtacc 


2400 


agctgtggtt 


gtgaccatca 


tcctgactat 


atccccagat 


aactatgggc 


ttggatccta 


2460 


tgggaaattc 


cccaatggtt 


caccggatga 


cttctgctgg 


atcaacaaca 


atgcagtatt 


2520 


ctacattacg 


gtggtgggat 


atttctgtgt 


gatatttttg 


ctgaacgtca 


gcatgttcat 


2580 


tgtggtcctg 


gttcagctct 


gtcgaattaa 


aaagaagaag 


caactgggag 


cccagcgaaa 


2640 


aaccagtatt 


caagacctca 


ggagtatcgc 


tggccttaca 


tttttactgg 


gaataacttg 


2700 


gggctttgcc 


ttctttgcct 


ggggaccagt 


taacgtgacc 


ttcatgtatc 


tgtttgccat 


2760 


ctttaatacc 


ttacaaggat 


ttttcatatt 


catcttttac 


tgtgtggcca 


aagaaaatgt 


2820 


caggaagcaa 


tggaggcggt 


atctttgttg 


tggaaagtta 


cggctggctg 


aaaattctga 


2880 


ctggagtaaa 


actgctacta 


atggtttaaa 


gaagcagact 


gtaaaccaag 


gagtgtccag 


2940 


ctcttcaaat 


tccttacagt 


caagcagtaa 


ctccactaac 


tccaccacac 


tgctagtgaa 


3000 


taatgattgc 


tcagtacacg 


caagcgggaa 


tggaaatgct 


tctacagaga 


ggaatggggt 


3060 


ctcttttagt 


gttcagaatg 


gagatgtgtg 


ccttcacgat 


ttcactggaa 


aacagcacat 


3120 


gtttaacgag 


aaggaagatt 


cctgcaatgg 


gaaaggccgt 


atggctctca 


gaaggacttc 


3180 


aaagcgggga 


agcttacact 


ttattgagca 


aatgtgattc 


ctttcttcta 


aaatcaaagc 


3240 


atgatgcttg 


acagtgtgaa 


atgtccaatt 


ttacctttta 


cacaatgtga 


gatgtatgaa 


3300 


aatcaactca 


ttttattctc 


ggcaacatct 


ggagaagcat 


aagctaatta 


agggcgatga 


3360 


ttattattac 


aagaagaaac 


caagacatta 


caccatggtt 


tttagacatt 


tctgatttgg 


3420 


tttcttatct 


ttcattttat 


aagaaggttg 


gttttaaaca 


atacactaag 


aatgactcct 


3480 


ataaagaaaa 


caaaaaaagg 


tagtgaactt 


tcagctacct 


tttaaagagg 


ctaagttatc 


3540 


tttgataaca 


tcatataaag 


caactgttga 


cttcagcctg 


ttggtgagtt 


tagttgtgca 


3600 


tgcctttgtt 


gtatataagc 


taaattctag 


tgacccatgt 


gtcaaaaatc 


ttacttctac 


3660 


atttttttgt 


atttattttc 


tactgtgtaa 


atgtattcct 


ttgtagaatc 


atggttgttt 


3720 


tgtctcacgt 


gataattcag 


aaaatccttg 


ctcgttccgc 


aaatcctaaa 


gctccttttg 


3780 



gagatgatat 


aggatgtgaa 


atacagaaac 


ctcagtgaaa 


tcaagaaata 


atgatcccag 


3840 


ccagactgag 


aaaatgtaag 


cagacagtgc 


cacagttagc 


tcatacagtg 


cctttgagca 


3900 


agttaggaaa 


agatgccccc 


actgggcaga 


cacagcccta 


tgggtcatgg 


tttgacaaac 


3960 


agagtgagag 


accatatttt 


agccccactc 


accctcttgg 


gtgcacgacc 


tgtacagcca 


4020 


aacacagcat 


ccaatatgaa 


tacccatccc 


ctgaccgcat 


ccccagtagt 


cagattatag 


4080 


aatctgcacc 


aagatgttta 


gctttatacc 


ttggccacag 


agagggatga 


actgtcatcc 


4140 


agaccatgtg 


tcaggaaaat 


tgtgaacgta 


gatgaggtac 


atacactgcc 


gcttctcaaa 


4200 


tccccagagc 


ctttaggaac 


aggagagtag 


actaggattc 


cttctcttaa 


aaaggtacat 


4260 


atatatggaa 


aaaaatcata 


ttgccgttct 


ttaaaaggca 


actgcatggt 


acattgttga 


4320 


ttgttatgac 


tggtacactc 


tggcccagcc 


agagctataa 


ttgtttttta 


aatgtgtctt 


4380 


gaagaatgca 


cagtgacaag 


gggagtagct 


attgggaaca 


gggaactgtc 


ctacactgct 


4440 


attgttgcta 


catgtatcga 


gccttgattg 


ctcctagtta 


tatacagggt 


ctatcttgct 


4500 


tcctacctac 


atctgcttga 


gcagtgcctc 


aagtacatcc 


ttattaggaa 


catttcaaac 


4560 


cccttttagt 


taagtctttc 


actaaggttc 


tcttgcatat 


atttcaagtg 


aatgttggat 


4620 


ctcagactaa 


ccatagtaat 


aatacacatt 


tctgtgagtg 


ctgacttgtc 


tttgcaatat 


4680 


ttcttttctg 


atttatttaa 


ttttcttgta 


tttatatgtt 


aaaatcaaaa 


atgttaaaat 


4740 


caatgaaata 


aatttgcagt 


taaga 
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<210> 23 
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<400> 23 
gccaaccggt 


caccgggacc 


cgcagatgca 


cacggagttt 


cctccctatt 


tcctctgaac 


60 


ttcctgtcag 


gatgcttttc 


tctggtgggc 


agtacagccc 


tgttggcaga 


cctgaagagg 


120 


ttttactgat 


atacaagata 


ttccttgtca 


tcatttgttt 


tcatgtcatt 


ctcgttacat 




ccctgaaaga 


aaacggtaat 


tccagtttgt 


tatcaccatc 


tgctgaatca 


tctcttgtca 


240 


gtctcatccc 


ctactccaat 


ggtacaccag 


atgctgcttc 


agaagttttg 


tcgactttaa 


300 


acaaaacaga 


aaaatctaaa 


atcactatag 


taaaaacctt 


caatgcatca 


ggagtcaaat 


360 


cccagagaaa 


tatctgcaat 


ttgtcatctc 


tttgcaatga 


ctcagtattt 


tttagaggtg 


420 


agatagtgtt 


tcaacatgat 


gaagaccaca 


atgttaccca 


gaatcaagat 


acagctaatg 


480 



gcaccttcgc 


tggagtcctg 


tctctaagtg 


aactgaagcg 


atcagagctc 


aacaaaactc 


540 


tacagacctt 


aagtgagact 


tactttatag 


tgtgtgctac 


agcagaggcc 


caaagcacgg 


600 


taaactgtac 


attcacagta 


aaactcaatg 


agaccatgaa 


tgtgtgtgcc 


atgatggtta 


660 


ctttccaaac 


tgtacagatt 


cggccaatgg 


aacagtgctg 


ctgttccccg 


aggactccct 


720 


gcccttcctc 


accagaagag 


ttagaaaaac 


tacagtgtga 


actgcaggat 


cccattgtct 


780 


gtcttgctga 


tcaaccgcat 


ggcccaccgt 


tatcgtcttc 


cagcaagcct 


gttgtacctc 


840 


aggccaccat 


tatttcccat 


gttgctagtg 


acttctcttt 


ggctgaaccc 


cttgatcatg 


900 


cccttatgac 


cccaagcaca 


ccctctctga 


cacaagaaag 


taaccttcca 


tctcctcagc 


960 


ctacgatccc 


cctggcttcc 


agtcctgcca 


ctgacttgcc 


agttcaatct 


gtagtggtct 


1020 


cttctttgcc 


tcaaactgat 


ctttcccaca 


ccctgtcacc 


ggtgcagtcc 


tccattccct 


1080 


ctcctaccac 


accagcccca 


tctgtcccta 


cagaactggt 


caccatcagc 


acacctcctg 


1140 


gtgagacagt 


tgtcaacact 


agcactgttt 


ctgatctgga 


agcccaagta 


tcccagatgg 


1200 


agaaagcttt 


atctttaQQt 


agcttagagc 


ctaatcttgc 


aggcgaaatg 


gtaaaccgag 


1260 


tcagcaaact 


ccttcactct 


ccacctgcct 


tgctagcccc 


tctagctcaa 


aggttgctaa 


1320 


aagtggtaga 


tgccattggc 


ttacagctga 


atttttcatc 


tacaactatc 


agtctaactt 


1380 


caccttcttt 


ggctcttgct 


gtgatcagag 


tgaatgccag 


taatttcaat 


accacgactt 


1440 


ttgcagccca 


agacccaaca 


aatctccagg 


tttctctgga 


aaccccacct 


cctgagaata 


1500 


gtattggtgc 


cattactctg 


ccctcatcac 


tgatgaataa 


tttgccagct 


aatgatgtag 


1560 


aattggcttc 


aaggattcag 


ttcaatttct 


ttgaaacacc 


cgccctgttt 


caggatcctt 


1620 


ccctggagaa 


cctcactctg 


ataagctatg 


tcatatcatc 


aagtgtcaca 


aacatgacca 


1680 


tcaagaactt 


gacaagaaac 


Qtqacaqtcq 


cactgaaaca 


catcaaccca 


agtccggatg 


1740 


acttaactgt 


gaaatgtgta 


ttctgggact 


tgggcagaaa 


tggtggcaaa 


ggaggttggt 


1800 


catctgatgg 


ctgttccgtc 


aaagacaaga 


gaatgaatga 


aaccatctgt 


acctgtagcc 
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atcttacaag 


ttttggcatc 


ctattggacc 


tatctcgaac 


atccttacca 


ccaagtcaaa 


1920 


tgatggctct 


gacatttatc 


acgtatattg 


gctgtgggct 


ttcatcaatt 


tttctgtcag 


1980 


ttactcttgt 


aacctacatc 


gcctttgaaa 


agatccggag 


ggattacccc 


tccaaaatcc 


2040 


tcatccagct 


gtgtgctgcc 


ctgcttctgc 


tcaacctgat 


cttcctccta 


gactcctgga 


2100 


ttgcgctgta 


taatacccga 


ggtttctgca 


ttgccgtggc 


tgtatttctt 


cactattttc 


2160 



tcttggtctc 


attcacatgg 


atgggattag 


aagcattcca 


catgtaccta 


gcactggtca 


2220 


aggtgtttaa 


tacttacatc 


cgaaagtaca 


tccttaaatt 


ctgcattgtt 


ggctggggca 


2280 


taccagctgt 


ggttgtgtcc 


atcgtcctga 


ctatatcccc 


agataactat 


gggattggat 


2340 


cctatggaaa 


attccccaat 


ggcacaccag 


atgacttttg 


ctggatcaac 


agcaatgtgg 


2400 


tgttctatat 


cacggttgtg 


ggatatttct 


gtgtgatatt 


tctactgaac 


gtcagcatgt 


2460 


tcatcgtggt 


cttggttcag 


ctctgtcgaa 


ttaaaaagaa 


gaagcagctg 


ggagcccagc 


2520 


gcaaaactag 


tattcaagac 


ctcaggagta 


tcgctggcct 


cacattttta 


ctgggaatta 


2580 


cttggggctt 


tgccttcttt 


gcctggggac 


cagttaatgt 


caccttcatg 


tatctctttg 


2640 


ccatctttaa 


caccttacaa 


gggtttttca 


tattcatttt 


ttactgtgca 


gcaaaagaga 


2700 


atgtcagaaa 


acagtggagg 


cggtatcttt 


gttgtggaaa 


attacggctg 


gctgaaaatt 


2760 


ctgactggag 


taaaactgct 


actaatggtt 


taaagaagca 


gactgtaaac 


caaggagtat 


2820 


ccagctcttc 


aaattcctta 


cagtcaagct 


gtaactccac 


taactccacc 


acactcctag 


2880 


tgaatagtga 


ttgctcagtg 


cacgcaagcg 


ggaatggcaa 


tgcatctacc 


gagaggaatg 


2940 


gggtttcttt 


cagtgttcag 


aatggagacg 


tgtgccttca 


tgatctcact 


ggcaaacagc 


3000 


atatgtttag 


tgacaaagag 


gactcctgca 


atggtaaaag 


ccggatagcg 


ctcagaagga 


3060 


cttcgaagcg 


gggaagctta 


cactttatcg 


agcaaatgtg 


attctcttct 


tctaaaatca 


3120 


aagcatgatg 


tggatggtgt 


gaagtgtcca 


gttttccttt 


aacacaatgt 


gagatgtatg 


3180 


aaaagcgctg 


gttttctatt 


cagcaacctc 


gaaaggaaca 


taagctaaat 


gagggcaacc 


3240 


agttactatc 


agaagaaacc 


acgactggtt 


atggtttcta 


gacgtttgca 


gtttggtttc 


3300 


ttatctctca 


ttttcaaagg 


cattggtgtt 


aaaaccacag 


aataagatcc 


aggaaagaaa 


3360 


aatgaaagtt 


tgtttccact 


cacattttaa 


agaggctgtt 


atccttgata 


acatcctaag 


3420 


aaagaaggaa 


aaaaagaagg 


aaagaaagaa 


agaaagagag 


agagagagag 


agaaagaaaa 


3480 


aagaaagaaa 


gatgtttact 


tcagtctgtt 


ggtaagttta 


gttgtgcatg 


cctttgttgt 


3540 


atataagcta 


aattctagtg 


acccacatgt 


caaaaaatct 


tctctttacc 


tttttttata 


3600 


tttattttct 


actgtgtaaa 


tttattcttt 


tgtagaatca 


tggttgtgtc 


gccttctcta 


3660 


atgtgataac 


ttaccagtga 


cttctaaacc 


tcctttagaa 


gatcatatag 


gatgtgaaat 


3720 


tcagaaactt 


cactgaaatc 


aagaaataat 


gataaaggca 


atctgaacaa 


ttataaatag 


3780 


acaattagct 


cagaaagtgc 


ctttgagcaa 


tcaagaaaag 


gtgcccccac 


tgggcagata 


3840 


tagccttgtg 


agcttatggt 


ttggaaaaca 


gtcgggccac 


attttagccc 


tgatgatcct 


3900 
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cctgggtacc 


ttatgcaggg 


tcctcatgaa 


gggtccttat 


gcagggaatg 


acttgtatga . 


3960 


ctatatgtga 


catgaaatag 


tgataccaat 


ggccagactt 


catccctaat 


gaccagatta 


4020 


tagaatctct 


acaccatggt 


tgttagaggc 


taaaactgta 


atctaaacca 


tgttaggaaa 


4080 


atcgtgatgg 


tagaaaagat 


acacactgcc 


acttctcaaa 


tacccagagc 


ctttcaaaag 


4140 


aggggatcag 


agtaggatta 


cttttccaga 


gtgtatatat 


ggcaaacaaa 


gtaggtcttt 


4200 


aaaagacgct 


gcatgatatg 


ttattgttgc 


aactgctaca 


ttctggtcca 


gtcatacttg 


4260 


tatgtatttt 


taaaaacatg 


tcaaatcttg 


aagagtgtat 


agtgacaagg 


gggagcagct 


4320 


actgggaaga 


gtgaattatc 


ctgtgatatt 


gttgtttgta 


tgtaataaca 


tatatccaac 


4380 


cttgattgtt 


cctagttcta 


gagggcctat 


cctatttctc 


acctttacca 


gcttgagtgg 


4440 


tgcctcaagc 


agtgtgatta 


ttaggaacat 


ttcaaaatcc 


tttagttagg 


tctttcacta 


4500 


aggctccctt 


gcatatattt 


caaataaatg 


ttgtatctga 


gactagccac 


agtagtaaca 


4560 


tctgtttctg 


tgtgtgctca 


ttgtctttgc 


aaaattcttc 


tccaaattat 


ttaattattt 


4620 


tgtatttata 


tgttatgatt 


gacaaaactg 


ttaaaaacca 


ataaaaatca 


atttgcagtt 


4680 


aaaa 
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<210> 24 
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<400> 24 
gccaaccggt 


caccgggacc 


cgcagatgca 


cacggagttt 


cctccctatt 


tcctctgaac 


60 


ttcctgtcag 


gatgcttttc 


tctggtgggc 


agtacagccc 


tgttggcaga 


cctgaagagg 


120 


ttttactgat 


atacaagata 


ttccttgtca 


tcatttgttt 


tcatgtcatt 


ctcgttacat 


180 


ccctgaaaga 


aaacggtaat 


tccagtttgt 


tatcaccatc 


tgatgctgct 


tcagaagttt 


240 


tgtcgacttt 


aaacaaaaca 


gaaaaatcta 


aaatcactat 


agtaaaaacc 


ttcaatgcat 


300 


caggagtcaa 


atcccagaga 


aatatctgca 


atttgtcatc 


tctttgcaat 


gactcagtat 
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tttttagagg 


tgagatagtg 


tttcaacatg 


atgaagacca 


caatgttacc 


cagaatcaag 


420 


atacagctaa 


tggcaccttc 


gctggagtcc 


tgtctctaag 


tgaactgaag 


cgatcagagc 


480 


tcaacaaaac 


tctacagacc 


ttaagtgaga 


cttactttat 


agtgtgtgct 


acagcagagg 


540 


cccaaagcac 


ggtaaactgt 


acattcacag 


taaaactcaa 


tgagaccatg 


aatgtgtgtg 


600 


ccatgatggt 


tactttccaa 


actgtacaga 


ttcggccaat 


ggaacagtgc 


tgctgttccc 


660 




cgaggactcc 


ctgcccttcc 


tcaccagaag 


agttagaaaa 


actacagtgt 


gaactgcagg 


720 


atcccattgt 


ctgtcttgct 


gatcaaccgc 


atggcccacc 


gttatcgtct 


tccagcaagc 


780 


ctgttgtacc 


tcaggccacc 


attatttccc 


atgttgctag 


tgacttctct 


ttggctgaac 


840 


cccttgatca 


tgcccttatg 


accccaagca 


caccctctct 


gacacaagaa 


agtaaccttc 


900 


catctcctca 


gcctacgatc 


cccctggctt 


ccagtcctgc 


cactgacttg 


ccagttcaat 


960 


ctgtagtggt 


ctcttctttg 


cctcaaactg 


atctttccca 


caccctgtca 


ccggtgcagt 


1020 


cctccattcc 


ctctcctacc 


acaccagccc 


catctgtccc 


tacagaactg 


gtcaccatca 


1080 


gcacacctcc 


tggtgagaca 


gttgtcaaca 


ctagcactgt 


ttctgatctg 


gaagcccaag 


1140 


tatcccagat 


ggagaaagct 


ttgtctttgg 


gtagcttaga 


gcctaatctt 


gcaggcgaaa 


1200 


tggtaaaccg 


agtcagcaaa 


ctccttcact 


ctccacctgc 


cttgctagcc 


cctctagctc 


1260 


aaaggttgct 


aaaagtggta 


gatgccattg 


gcttacagct 


gaatttttca 


tctacaacta 


1320 


tcagtctaac 


ttcaccttct 


ttggctcttg 


ctgtgatcag 


agtgaatgcc 


agtaatttca 


1380 


ataccacgac 


ttttgcagcc 


caagacccaa 


caaatctcca 


ggtttctctg 


gaaaccccac 


1440 


ctcctgagaa 


tagtattggt 


gccattactc 


tgccctcatc 


actgatgaat 


aatttgccag 


1500 


ctaatgatgt 


agaattggct 


tcaaggattc 


agttcaattt 


ctttgaaaca 


cccgccctgt 


1560 


ttcaggatcc 


ttccctggag 


aacctcactc 


tgataagcta 


tgtcatatca 


tcaagtgtca 


1620 


caaacatgac 


catcaagaac 


ttgacaagaa 


acgtgacagt 


cgcactgaaa 


cacatcaacc 


1680 


caagtccgga 


tgacttaact 


gtgaaatgtg 


tattctggga 


cttgggcaga 


aatggtggca 


174C 


aaggaggttg 


gtcatctgat 


ggctgttccg 


tcaaagacaa 


gagaatgaat 


gaaaccatct 


1800 


gtacctgtag 


ccatcttaca 


agttttggca 


tcctattgga 


cctatctcga 


acatccttac 


1860 


caccaagtca 


aatgatggct 


ctgacattta 


tcacgtatat 


tggctgtggg 


ctttcatcaa 


1920 


tttttctgtc 


agttactctt 


gtaacctaca 


tcgcctttga 


aaagatccgg 


agggattacc 


1980 


cctccaaaat 


cctcatccag 


ctgtgtgctg 


ccctgcttct 


gctcaacctg 


atcttcctcc 


2040 


tagactcctg 


gattgcgctg 


tataataccc 


gaggtttctg 


cattgccgtg 


gctgtatttc 


2100 


ttcactattt 


tctcttggtc 


tcattcacat 


ggatgggatt 


agaagcattc 


cacatgtacc 


2160 


tagcactggt 


caaggtgttt 


aatacttaca 


tccgaaagta 


catccttaaa 


ttctgcattg 


2220 


ttggctgggg 


cataccagct 


gtggttgtgt 


ccatcgtcct 


gactatatcc 


ccagataact 


2280 


atgggattgg 


atcctatgga 


aaattcccca 


atggcacacc 


agatgacttt 


tgctggatca 


2340 




acagcaatgt 


ggtgttctat 


atcacggttg 


tgggatattt 


ctgtgtgata 


tttctactga 


2400 


acgtcagcat 


gttcatcgtg 


gtcttggttc 


agctctgtcg 


aattaaaaag 


aagaagcagc 


2460 


tgggagccca 


gcgcaaaact 


agtattcaag 


acctcaggag 


tatcgctggc 


ctcacatttt 


2520 


tactgggaat 


tacttggggc 


tttgccttct 


ttgcctgggg 


accagttaat 


gtcaccttca 


2580 


tgtatctctt 


tgccatcttt 


aacaccttac 


aagggttttt 


catattcatt 


ttttactgtg 


2640 


cagcaaaaga 


gaatgtcaga 


aaacagtgga 


ggcggtatct 


ttgttgtgga 


aaattacggc 


2700 


tggctgaaaa 


ttctgactgg 


agtaaaactg 


ctactaatgg 


tttaaagaag 


cagactgtaa 


2760 


accaaggagt 


atccagctct 


tcaaattcct 


tacagtcaag 


ctgtaactcc 


actaactcca 


2820 


ccacactcct 


agtgaatagt 


gattgctcag 


tgcacgcaag 


cgggaatggc 


aatgcatcta 


2880 


ccgagaggaa 


tggggtttct 


ttcagtgttc 


agaatggaga 


cgtgtgcctt 


catgatctca 


2940 


ctggcaaaca 


gcatatgttt 


agtgacaaag 


aggactcctg 


caatggtaaa 


agccggatag 


3000 


cgctcagaag 


gacttcgaag 


cggggaagct 


tacactttat 


cgagcaaatg 


tgattctctt 


3060 


cttctaaaat 


caaagcatga 


tgtggatggt 


gtgaagtgtc 


cagttttcct 


ttaacacaat 


3120 


gtgagatgta 


tgaaaagcgc 


tggttttcta 


ttcagcaacc 


tcgaaaggaa 


cataagctaa 


3180 


atgagggcaa 


ccagttacta 


tcagaagaaa 


ccacgactgg 


ttatggtttc 


tagacgtttg 


3240 


cagtttggtt 


tcttatctct 


cattttcaaa 


ggcattggtg 


ttaaaaccac 


agaataagat 


3300 


ccaggaaaga 


aaaatgaaag 


tttgtttcca 


ctcacatttt 


aaagaggctg 


ttatccttga 


3360 


taacatccta 


agaaagaagg 


aaaaaaagaa 


ggaaagaaag 


aaagaaagag 


agagagagag 


3420 


agagaaagaa 


aaaagaaaga 


aagatgttta 


cttcagtctg 


ttggtaagtt 


tagttgtgca 


3480 


tgcctttgtt 


gtatataagc 


taaattctag 


tgacccacat 


gtcaaaaaat 


cttctcttta 


3540 


ccttttttta 


tatttatttt 


ctactgtgta 


aatttattct 


tttgtagaat 


catggttgtg 


3600 


tcgccttctc 


taatgtgata 


acttaccagt 


gacttctaaa 


cctcctttag 


aagatcatat 


3660 


aggatgtgaa 


attcagaaac 


ttcactgaaa 


tcaagaaata 


atgataaagg 


caatctgaac 


3720 


aattataaat 


agacaattag 


ctcagaaagt 


gcctttgagc 


aatcaagaaa 


aggtgccccc 


3780 


actgggcaga 


tatagccttg 


tgagcttatg 


gtttggaaaa 


cagtcgggcc 


acattttagc 


3840 


cctgatgatc 


ctcctgggta 


ccttatgcag 


ggtcctcatg 


aagggtcctt 


atgcagggaa 


3900 


tgacttgtat 


gactatatgt 


gacatgaaat 


agtgatacca 


atggccagac 


ttcatcccta 


3960 


atgaccagat 


tatagaatct 


ctacaccatg 


gttgttagag 


gctaaaactg 


taatctaaac 


4020 


catgttagga 


aaatcgtgat 


ggtagaaaag 


atacacactg 


ccacttctca 


aatacccaga 


4080 




gcctttcaaa 


agaggggatc 


agagtaggat 


tacttttcca 


gagtgtatat 


atggcaaaca 


4140 


aagtaggtct 


ttaaaagacg 


ctgcatgata 


tgttattgtt 


gcaactgcta 


cattctggtc 


4200 


cagtcatact 


tgtatgtatt 


tttaaaaaca 


tgtcaaatct 


tgaagagtgt 


atagtgacaa 


4260 


gggggagcag 


ctactgggaa 


gagtgaatta 


tcctgtgata 


ttgttgtttg 


tatgtaataa 


4320 


catatatcca 


accttgattg 


ttcctagttc 


tagagggcct 


atcctatttc 


tcacctttac 


4380 


cagcttgagt 


ggtgcctcaa 


gcagtgtgat 


tattaggaac 


atttcaaaat 


cctttagtta 


4440 


ggtctttcac 


taaggctccc 


ttgcatatat 


ttcaaataaa 


tgttgtatct 


gagactagcc 


4500 


acagtagtaa 


catctgtttc 


tqtqtgtgct 


cattgtcttt 


gcaaaattct 


tctccaaatt 


4560 


atttaattat 


tttgtattta 


tatgttatga 


ttgacaaaac 


tgttaaaaac 


caataaaaat 


4620 


caatttgcag 


ttaaaa 










4636 


<210> 25 

<211> 4675 

<212> DNA 

<213> Mus musculus 












<400> 25 
gccaaccggt 


caccgggacc 


cgcagatgca 


cacggagttt 


cctccctatt 


tcctctgaac 


60 


ttcctgtcag 


gatgcttttc 


tctggtgggc 


agtacagccc 


tgttggcaga 


cctgaagagg 


120 


ttttactgat 


atacaagata 


ttccttgtca 


tcatttgttt 


tcatgtcatt 


ctcgttacat 


180 


ccctgaaaga 


aaacggtaat 


tccagtttgt 


tatcaccatc 


tgctgaatca 


tctcttgtca 


240 


gtctcatccc 


ctactccaat 


gatgctgctt 


cagaagtttt 


gtcgacttta 


aacaaaacag 


300 


aaaaatctaa 


aatcactata 


gtaaaaacct 


tcaatgcatc 


aggagtcaaa 


tcccagagaa 


360 


atatctgcaa 


tttgtcatct 


ctttgcaatg 


actcagtatt 


ttttagaggt 


gagatagtgt 


420 


ttcaacatga 


tgaagaccac 


aatgttaccc 


agaatcaaga 


tacagctaat 


ggcaccttcg 


480 


ctggagtcct 


gtctctaagt 


gaactgaagc 


gatcagagct 


caacaaaact 


ctacagacct 


540 


taagtgagac 


ttactttata 


gtgtgtgcta 


cagcagaggc 


ccaaagcacg 


gtaaactgta 


600 


cattcacagt 


aaaactcaat 


gagaccatga 


atgtgtgtgc 


catgatggtt 


actttccaaa 


660 


ctgtacagat 


tcggccaatg 


gaacagtgct 


gctgttcccc 


gaggactccc 


tgcccttcct 


720 


caccagaaga 


gttagaaaaa 


ctacagtgtg 


aactgcagga 


tcccattgtc 


tgtcttgctg 


780 


atcaaccgca 


tggcccaccg 


ttatcgtctt 


ccagcaagcc 


tgttgtacct 


caggccacca 


840 


ttatttccca 


tgttgctagt 


gacttctctt 


tggctgaacc 


ccttgatcat 


gcccttatga 


900 




ccccaagcac 


accctctctg 


acacaagaaa 


gtaaccttcc 


atctcctcag 


cctacgatcc 


960 


ccctggcttc 


cagtcctgcc 


actgacttgc 


cagttcaatc 


tgtagtggtc 


tcttctttgc 


1020 


ctcaaactga 


tctttcccac 


accctgtcac 


cggtgcagtc 


ctccattccc 


tctcctacca 


1080 


caccagcccc 


atctgtccct 


acagaactgg 


tcaccatcag 


cacacctcct 


ggtgagacag 


1140 


ttgtcaacac 


tagcactgtt 


tctgatctgg 


aagcccaagt 


atcccagatg 


gagaaagctt 


1200 


tgtctttggg 


tagcttagag 


cctaatcttg 


caggcgaaat 


ggtaaaccga 


gtcagcaaac 


1260 


tccttcactc 


tccacctgcc 


ttgctagccc 


ctctagctca 


aaggttgcta 


aaagtggtag 


1320 


atgccattgg 


cttacagctg 


aatttttcat 


ctacaactat 


cagtctaact 


tcaccttctt 


1380 


tggctcttgc 


tgtgatcaga 


gtgaatgcca 


gtaatttcaa 


taccacgact 


tttgcagccc 


1440 


aagacccaac 


aaatctccag 


gtttctctgg 


aaaccccacc 


tcctgagaat 


agtattggtg 


1500 


ccattactct 


gccctcatca 


ctgatgaata 


atttgccagc 


taatgatgta 


gaattggctt 


1560 


caaggattca 


gttcaatttc 


tttgaaacac 


ccgccctgtt 


tcaggatcct 


tccctggaga 


1620 


acctcactct 


gataagctat 


gtcatatcat 


caagtgtcac 


aaacatgacc 


atcaagaact 


1680 


tgacaagaaa 


cgtgacagtc 


gcactgaaac 


acatcaaccc 


aagtccggat 


gacttaactg 


1740 


tgaaatgtgt 


attctgggac 


ttgggcagaa 


atggtggcaa 


aggaggttgg 


tcatctgatg 


1800 


gctgttccgt 


caaagacaag 


agaatgaatg 


aaaccatctg 


tacctgtagc 


catcttacaa 


1860 


gttttggcat 


cctattggac 


ctatctcgaa 


catccttacc 


accaagtcaa 


atgatggctc 


1920 


tgacatttat 


cacgtatatt 


ggctgtgggc 


tttcatcaat 


ttttctgtca 


gttactcttg 


1980 


taacctacat 


cgcctttgaa 


aagatccgga 


gggattaccc 


ctccaaaatc 


ctcatccagc 


2040 


tgtgtgctgc 


cctgcttctg 


ctcaacctga 


tcttcctcct 


agactcctgg 


attgcgctgt 


2100 


ataatacccg 


aggtttctgc 


attgccgtgg 


ctgtatttct 


tcactatttt 


ctcttggtct 


2160 


cattcacatg 


gatgggatta 


gaagcattcc 


acatgtacct 


agcactggtc 


aaggtgttta 


2220 


atacttacat 


ccgaaagtac 


atccttaaat 


tctgcattgt 


tggctggggc 


ataccagctg 


2280 


tggttgtgtc 


catcgtcctg 


actatatccc 


cagataacta 


tgggattgga 


tcctatggaa 


2340 


aattccccaa 


tggcacacca 


gatgactttt 


gctggatcaa 


cagcaatgtg 


gtgttctata 


2400 


tcacggttgt 


gggatatttc 


tgtgtgatat 


ttctactgaa 


cgtcagcatg 


ttcatcgtgg 


2460 


tcttggttca 


gctctgtcga 


attaaaaaga 


agaagcagct 


gggagcccag 


cgcaaaacta 


2520 


gtattcaaga 


cctcaggagt 


atcgctggcc 


tcacattttt 


actgggaatt 


acttggggct 


2580 




ttgccttctt 


tgcctgggga 


ccagttaatg 


tcaccttcat 


gtatctcttt 


gccatcttta 


2640 


acaccttaca 


agggtttttc 


atattcattt 


tttactgtgc 


agcaaaagag 


aatgtcagaa 


2700 


aacagtggag 


gcggtatctt 


tgttgtggaa 


aattacggct 


ggctgaaaat 


tctgactgga 


2760 


gtaaaactgc 


tactaatggt 


ttaaagaagc 


agactgtaaa 


ccaaggagta 


tccagctctt 


2820 


caaattcctt 


acagtcaagc 


tgtaactcca 


ctaactccac 


cacactccta 


gtgaatagtg 


2880 


attgctcagt 


gcacgcaagc 


gggaatggca 


atgcatctac 


cgagaggaat 


ggggtttctt 


2940 


tcagtgttca 


gaatggagac 


gtgtgccttc 


atgatctcac 


tggcaaacag 


catatgttta 


3000 


gtgacaaaga 


ggactcctgc 


aatggtaaaa 


gccggatagc 


gctcagaagg 


acttcgaagc 


3060 


ggggaagctt 


acactttatc 


gagcaaatgt 


gattctcttc 


ttctaaaatc 


aaagcatgat 


3120 


gtggatggtg 


tgaagtgtcc 


agttttcctt 


taacacaatg 


tgagatgtat 


gaaaagcgct 


3180 


ggttttctat 


tcagcaacct 


cgaaaggaac 


ataagctaaa 


tgagggcaac 


cagttactat 


3240 


cagaagaaac 


cacgactggt 


tatggtttct 


agacgtttgc 


agtttggttt 


cttatctctc 


3300 


attttcaaag 


gcattggtgt 


taaaaccaca 


gaataagatc 


caggaaagaa 


aaatgaaagt 


3360 


ttgtttccac 


tcacatttta 


aagaggctgt 


tatccttgat 


aacatcctaa 


gaaagaagga 


3420 


aaaaaagaag 


gaaagaaaga 


aagaaagaga 


gagagagaga 


gagaaagaaa 


aaagaaagaa 


3480 


agatgtttac 


ttcagtctgt 


tggtaagttt 


agttgtgcat 


gcctttgttg 


tatataagct 


3540 


aaattctagt 


gacccacatg 


tcaaaaaatc 


ttctctttac 


ctttttttat 


atttattttc 


3600 


tactgtgtaa 


atttattctt 


ttgtagaatc 


atggttgtgt 


cgccttctct 


aatgtgataa 


3660 


cttaccagtg 


acttctaaac 


ctcctttaga 


agatcatata 


ggatgtgaaa 


ttcagaaact 


3720 


tcactgaaat 


caagaaataa 


tgataaaggc 


aatctgaaca 


attataaata 


gacaattagc 


3780 


tcagaaagtg 


cctttgagca 


atcaagaaaa 


ggtgccccca 


ctgggcagat 


atagccttgt 


3840 


gagcttatgg 


tttggaaaac 


agtcgggcca 


cattttagcc 


ctgatgatcc 


tcctgggtac 


3900 


cttatgcagg 


gtcctcatga 


agggtcctta 


tgcagggaat 


gacttgtatg 


actatatgtg 


3960 


acatgaaata 


gtgataccaa 


tggccagact 


tcatccctaa 


tgaccagatt 


atagaatctc 


4020 


tacaccatgg 


ttgttagagg 


ctaaaactgt 


aatctaaacc 


atgttaggaa 


aatcgtgatg 


4080 


gtagaaaaga 


tacacactgc 


cacttctcaa 


atacccagag 


cctttcaaaa 


gaggggatca 


4140 


gagtaggatt 


acttttccag 


agtgtatata 


tggcaaacaa 


agtaggtctt 


taaaagacgc 


4200 


tgcatgatat 


gttattgttg 


caactgctac 


attctggtcc 


agtcatactt 


gtatgtattt 


4260 


ttaaaaacat 


gtcaaatctt 


gaagagtgta 


tagtgacaag 


ggggagcagc 


tactgggaag 


4320 




agtgaattat 


cctgtgatat 


tgttgtttgt 


atgtaataac 


atatatccaa 


ccttgattgt 


4380 


tcctagttct 


agagggccta 


tcctatttct 


cacctttacc 


agcttgagtg 


gtgcctcaag 


4440 


cagtgtgatt 


attaggaaca 


tttcaaaatc 


ctttagttag 


gtctttcact 


aaggctccct 


4500 


tgcatatatt 


tcaaataaat 


gttgtatctg 


agactagcca 


cagtagtaac 


atctgtttct 


4560 


gtgtgtgctc 


attgtctttg 


caaaattctt 


ctccaaatta 


tttaattatt 


ttgtatttat 


4620 


atgttatgat 


tgacaaaact 


gttaaaaacc 


aataaaaatc 


aatttgcagt 


taaaa 


4675 


<210> 26 

<211> 4602 

<212> DNA 

<213> Mus musculus 












<400> 26 
gccaaccggt 


caccgggacc 


cgcagatgca 


cacggagttt 


cctccctatt 


tcctctgaac 


60 


ttcctgtcag 


gatgcttttc 


tctggtgggc 


agtacagccc 


tgttggcaga 


cctgaagagg 


120 


ttttactgat 


atacaagata 


ttccttgtca 


tcatttgttt 


tcatgtcatt 


ctcgttacat 


180 


ccctgaaaga 


tgctgcttca 


gaagttttgt 


cgactttaaa 


caaaacagaa 


aaatctaaaa 


240 


1" r'ar'1"atacrt 


aaaaacc't'tc 


aatgcatcag 


gagtcaaatc 


ccagagaaat 


atctgcaatt 


300 


tgtcatctct 


ttgcaatgac 


tcagtatttt 


ttagaggtga 


gatagtgttt 


caacatgatg 


360 


aagaccacaa 


tgttacccag 


aatcaagata 


cagctaatgg 


accttcgctg 


gagtcctgtc 


420 


tctaagtgaa 


ctgaagcgat 


cagagctcaa 


caaaactcta 


cagaccttaa 


gtgagactta 


480 


ctttatagtg 


tgtgctacag 


cagaggccca 


aagcacggta 


aactgtacat 


tcacagtaaa 


540 


actcaatgag 


accatgaatg 


tgtgtgccat 


gatggttact 


ttccaaactg 


tacagattcg 


600 


gccaatggaa 


cagtgctgct 


gttccccgag 


gactccctgc 


ccttcctcac 


cagaagagtt 


660 


agaaaaacta 


cagtgtgaac 


tgcaggatcc 


cattgtctgt 


cttgctgatc 


aaccgcatgg 


720 


cccaccgtta 


tcgtcttcca 


gcaagcctgt 


tgtacctcag 


gccaccatta 


tttcccatgt 


780 


tgctagtgac 


ttctctttgg 


ctgaacccct 


tgatcatgcc 


cttatgaccc 


caagcacacc 




ctctctgaca 


caagaaagta 


accttccatc 


tcctcagcct 


acgatccccc 


tggcttccag 


900 


tcctgccact 


gacttgccag 


ttcaatctgt 


agtggtctct 


tctttgcctc 


aaactgatct 


960 


ttcccacacc 


ctgtcaccgg 


tgcagtcctc 


cattccctct 


cctaccacac 


cagccccatc 


1020 


tgtccctaca 


gaactggtca 


ccatcagcac 


acctcctggt 


gagacagttg 


tcaacactag 


1080 


cactgtttct 


gatctggaag 


cccaagtatc 


ccagatggag 


aaagctttgt 


ctttgggtag 


1140 




cttagagcct 


aatcttgcag 


gcgaaatggt 


aaaccgagtc 


agcaaactcc 


ttcactctcc 


1200 


acctgccttg 


ctagcccctc 


tagctcaaag 


gttgctaaaa 


gtggtagatg 


ccattggctt 


1260 


acagctgaat 


ttttcatcta 


caactatcag 


tctaacttca 


ccttctttgg 


ctcttgctgt 


1320 


gatcagagtg 


aatgccagta 


atttcaatac 


cacgactttt 


gcagcccaag 


acccaacaaa 


1380 


tctccaggtt 


tctctggaaa 


ccccacctcc 


tgagaatagt 


attggtgcca 


ttactctgcc 


1440 


ctcatcactg 


atgaataatt 


tgccagctaa 


tgatgtagaa 


ttggcttcaa 


ggattcagtt 


1500 


caatttcttt 


gaaacacccg 


ccctgtttca 


ggatccttcc 


ctggagaacc 


tcactctgat 


1560 


aagctatgtc 


atatcatcaa 


gtgtcacaaa 


catgaccatc 


aagaacttga 


caagaaacgt 


1620 


gacagtcgca 


ctgaaacaca 


tcaacccaag 


tccggatgac 


ttaactgtga 


aatgtgtatt 


1680 


ctgggacttg 


ggcagaaatg 


gtggcaaagg 


aggttggtca 


tctgatggct 


gttccgtcaa 


1740 


agacaagaga 


atgaatgaaa 


ccatctgtac 


ctgtagccat 


cttacaagtt 


ttggcatcct 


1800 


attggaccta 


tctcgaacat 


ccttaccacc 


aagtcaaatg 


atggctctga 


catttatcac 


1860 


gtatattggc 


tgtqggcttt 


catcaatttt 


tctgtcagtt 


actcttgtaa 


cctacatcgc 


1920 


ctttgaaaag 


atccggaggg 


attacccctc 


caaaatcctc 


atccagctgt 


gtgctgccct 


1980 


gcttctgctc 


aacctgatct 


tcctcctaga 


ctcctggatt 


gcgctgtata 


atacccgagg 


2040 


tttctgcatt 


gccgtggctg 


tatttcttca 


ctattttctc 


ttggtctcat 


tcacatggat 


2100 


gggattagaa 


gcattccaca 


tgtacctagc 


actggtcaag 


gtgtttaata 


cttacatccg 


2160 


aaagtacatc 


cttaaattct 


gcattgttgg 


ctggggcata 


ccagctgtgg 


ttgtgtccat 


2220 


cgtcctgact 


atatccccag 


ataactatgg 


gattggatcc 


tatggaaaat 


tccccaatgg 


2280 


cacaccagat 


gacttttgct 


ggatcaacag 


caatgtggtg 


ttctatatca 


cggttgtggg 


2340 


atatttctgt 


gtgatatttc 


tactgaacgt 


cagcatgttc 


atcgtggtct 


tggttcagct 


2400 


ctgtcgaatt 


aaaaagaaga 


agcagctggg 


agcccagcgc 


aaaactagta 


ttcaagacct 


2460 


caggagtatc 


gctggcctca 


catttttact 


gggaattact 


tggggctttg 


ccttctttgc 




ctggggacca 


gttaatgtca 


ccttcatgta 


tctctttgcc 


atctttaaca 


ccttacaagg 


2580 


gtttttcata 


ttcatttttt 


actgtgcagc 


aaaagagaat 


gtcagaaaac 


agtggaggcg 


2640 


gtatctttgt 


tgtggaaaat 


tacggctggc 


tgaaaattct 


gactggagta 


aaactgctac 


2700 


taatggttta 


aagaagcaga 


ctgtaaacca 


aggagtatcc 


agctcttcaa 


attccttaca 


2760 


gtcaagctgt 


aactccacta 


actccaccac 


actcctagtg 


aatagtgatt 


gctcagtgca 


2820 



cgcaagcggg 


aatggcaatg 


catctaccga 


gaggaatggg 


gtttctttca 


gtgttcagaa 


2880 


tggagacgtg 


tgccttcatg 


atctcactgg 


caaacagcat 


atgtttagtg 


acaaagagga 


2940 


ctcctgcaat 


ggtaaaagcc 


ggatagcgct 


cagaaggact 


tcgaagcggg 


gaagcttaca 


3000 


ctttatcgag 


caaatgtgat 


tctcttcttc 


taaaatcaaa 


gcatgatgtg 


gatggtgtga 


3060 


agtgtccagt 


tttcctttaa 


cacaatgtga 


gatgtatgaa 


aagcgctggt 


tttctattca 


3120 


gcaacctcga 


aaggaacata 


agctaaatga 


gggcaaccag 


ttactatcag 


aagaaaccac 


3180 


gactggttat 


ggtttctaga 


cgtttgcagt 


ttggtttctt 


atctctcatt 


ttcaaaggca 


3240 


ttggtgttaa 


aaccacagaa 


taagatccag 


gaaagaaaaa 


tgaaagtttg 


tttccactca 


3300 


cattttaaag 


aggctgttat 


ccttgataac 


atcctaagaa 


agaaggaaaa 


aaagaaggaa 


3360 


agaaagaaag 


aaagagagag 


agagagagag 


aaagaaaaaa 


gaaagaaaga 


tgtttacttc 


3420 


agtctgttgg 


taagtttagt 


tgtgcatgcc 


tttgttgtat 


ataagctaaa 


ttctagtgac 


3480 


ccacatgtca 


aaaaatcttc 


tctttacctt 


tttttatatt 


tattttctac 


tgtgtaaatt 


3540 


tattcttttg 


tagaatcatg 


gttgtgtcgc 


cttctctaat 


gtgataactt 


accagtgact 


3600 


tctaaacctc 


ctttagaaga 


tcatatagga 


tgtgaaattc 


agaaacttca 


ctgaaatcaa 


3660 


gaaataatga 


taaaggcaat 


ctgaacaatt 


ataaatagac 


aattagctca 


gaaagtgcct 


3720 


ttgagcaatc 


aagaaaaggt 


gcccccactg 


ggcagatata 


gccttgtgag 


cttatggttt 


3780 


ggaaaacagt 


cgggccacat 


tttagccctg 


atgatcctcc 


tgggtacctt 


atgcagggtc 


3840 


ctcatgaagg 


gtccttatgc 


agggaatgac 


ttgtatgact 


atatgtgaca 


tgaaatagtg 


3900 


ataccaatgg 


ccagacttca 


tccctaatga 


ccagattata 


gaatctctac 


accatggttg 


3960 


ttagaggcta 


aaactgtaat 


ctaaaccatg 


ttaggaaaat 


cgtgatggta 


gaaaagatac 


4020 


acactgccac 


ttctcaaata 


cccagagcct 


ttcaaaagag 


gggatcagag 


taggattact 


4080 


tttccagagt 


gtatatatgg 


caaacaaagt 


aggtctttaa 


aagacgctgc 


atgatatgtt 


4140 


attgttgcaa 


ctgctacatt 


ctggtccagt 


catacttgta 


tgtattttta 


aaaacatgtc 


4200 


aaatcttgaa 


gagtgtatag 


tgacaagggg 


gagcagctac 


tgggaagagt 


gaattatcct 


4260 


gtgatattgt 


tgtttgtatg 


taataacata 


tatccaacct 


tgattgttcc 


tagttctaga 


4320 


gggcctatcc 


tatttctcac 


ctttaccagc 


ttgagtggtg 


cctcaagcag 


tgtgattatt 


4380 


aggaacattt 


caaaatcctt 


tagttaggtc 


tttcactaag 


gctcccttgc 


atatatttca 


4440 


aataaatgtt 


gtatctgaga 


ctagccacag 


tagtaacatc 


tgtttctgtg 


tgtgctcatt 


4500 


gtctttgcaa 


aattcttctc 


caaattattt 


aattattttg 


tatttatatg 


ttatgattga 


4560 



• 



caaaactgtt 


aaaaaccaat 


aaaaatcaat 


ttgcagttaa 


aa 
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<400> 27 
ccaggacctg 


cagatgtgca 


cagagtctcc 


tccctctttt 


ctctgaactt 


cctgtcagga 


60 


tgcttttctc 


tgggggtcag 


tacagccctg 


ttggcaggcc 


tgaagaggtt 


ttactgatat 


120 


acaagatatt 


ccttgtcatc 


atttgttttc 


atgccattct 


tgttacatcc 


ctgaaagaaa 


180 


atgctggtaa 


ttccagtttg 


ttgtcaccat 


ctgctgaatc 


gtctcttgtc 


agtcttgttc 


240 


cctactccaa 


tggtacacca 


gatgctgctt 


ccgaagtatt 


gtcgacttta 


aacagaacag 


300 


aaaaatctaa 


aatcactata 


ttaaaaacct 


tcaatgcatc 


aggagtcaaa 


tcccagagaa 


360 


atatctgcaa 


tttgtcatct 


atttgcagtg 


actcagtgtt 


ttttagaggt 


gagatagtgt 


420 


ttcaacatga 


tgaccactac 


aacgttactc 


agaatcaaga 


tatagttaac 


agcaccttcg 


480 


ctggagtcct 


gtctctaagc 


gaactgaagc 


gaacagaact 


caacaaaact 


ctacagacct 


540 


taagtgagac 


ttactttata 


gtgtgtgcta 


ccgcagaggc 


ccaaaacaca 


ttaaactgta 


600 


cattcacagt 


aaaactgaat 


gagaccatga 


atgtgtgtgc 


catgatggtt 


actttcaaaa 


660 


gtgtacagat 


tcggccaatg 


gaacagtgct 


gctgttcccc 


caggactccc 


tgcccttcct 


720 


cgccggaaga 


gttagaaaaa 


ctacagtgtg 


atctgcagga 


tcccattgtc 


tgccttgccg 


780 


atcaaccaca 


tggcccacca 


gtatcttctt 


ccagcaagcc 


tgtgccagtt 


gtacctcagg 


840 


ccaccatttt 


ttcccacgtt 


gctagtgact 


tctctttggc 


tgaacccctt 


gatcatgccc 


900 


ttatgacctc 


aagcacaccc 


tctctggcac 


aagagacacg 


ccttccatct 


cctcagccta 


960 


caatctccct 


gacttccagt 


cctgccattg 


acttgcctgt 


tcaacatgta 


gtggcttctt 


1020 


cctccttgcc 


ccaaactgat 


ctttcccaca 


ccctatcacc 


tgtgcagtcc 


tccattccct 


1080 


ctcctaccac 


agcagctcca 


tctgtccctg 


aaaaagtggt 


cgccatcagc 


acacctcctg 


1140 


gcgagacagt 


tgtcaacacg 


agtagtgttc 


ctgatctgga 


agcccaagta 


tctcaaatgg 


1200 


agaaagcttt 


gtctttgggc 


agcttggaac 


ctaatcttgc 


gggtgaaatg 


gtgaaccgag 


1260 


tcagcaaact 


ccttcactct 


ccacttgcct 


tgctagcccc 


tctagctcaa 


aggttgctaa 


1320 


aagtggtaga 


tgccattggc 


ttacagctga 


atttttcatc 


tacaactatc 


agtctaactt 


1380 


ctccttcttt 


ggctcttgct 


gtgatcagag 


tgaatgccag 


taatttcaat 


acaacaacct 


1440 




ttgcagccca 


agacccagca 


aatctccagg 


tgtctctgga 


agcccaggct 


cctaagaata 


1500 


gtattqgcgc 


cattactcta 


ccctcatcgc 


tgatgagtaa 


tttgccagct 


agtgaggtag 


1560 


aattggcttc 


gagggttcag 


ttcaatttct 


ttgaaacacc 


tgccctattt 


caggacccct 


1620 


ccctggagaa 


cctctctctg 


ataagctatg 


tcatatcatc 


aagtgtcaca 


aacatgacca 


1680 


tcaagaactt 


gacaagaaac 


qtqacagttq 


cactgaagca 


catcaaccca 


agtcaggatg 
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1740 


acttaactgt 


caaatgtgtt 


ttctgggact 


tgaacagaaa 


tggtggcaga 


ggaggttggt 


1800 


catctgatgg 


ctgttccgtc 


aaagagaaga 


ggatgaacga 


aactatctgt 


acctgtagcc 


1860 


accttacaag 


ttttggcatc 


ctattggatc 


tatctcggac 


atccttacca 


ccaagtcaaa 


1920 


tgatggctct 


gacatttatc 


acgtatattg 


gctgtgggct 


ttcatcaatt 


tttctgtcag 


1980 


ttactcttgt 


aacctatata 


gcctttgaaa 


agatccggag 


ggattaccct 


tccaaaatcc 


2040 


tcattcaact 


qtcrtqctqcc 


ctgcttctgc 


tcaacctggt 


cttcctctta 


gactcctgga 


2100 


ttgcactgta 


taatgcccga 


ggtttctgca 


tctccgtggc 


tgtatttctt 


cactattttc 


2160 


tcttggtatc 


attcacatgg 


atqqqcttaq 


aagcatttca 


tatgtaccta 


gcactggtta 


2220 


aggtttttaa 


tacttacatc 


cgaaagtaca 


tccttaaatt 


ctgcattgtt 


ggctggggga 


2280 


taccagctgt 


ggttgtatcc 


atcgtcctga 


ctatatcccc 


agataattat 


gggattggat 


2340 


cttatgggaa 


attccccaat 


ggcacaccag 


atgacttttg 


ctggatcaac 


agcagtgtgg 


2400 


tgttctatat 


cacqqttqtq 


ggatatttct 


gtgtgatatt 


tctactgaac 


gtcagcatgt 


2460 


tcattgtggt 


cttggttcag 


ctctgtcgaa 


ttaaaaagaa 


gaagcaactg 


ggagcgcagc 


2520 


gcaaaactag 


tattcaagac 


ctccggagta 


ttgctggcct 


cacattttta 


ctgggaatta 


2580 


cttocrcfcrctt. 


tgccttcttt 


qcctqqqqac 


cagttaatct 


caccttcatg 


tatctctttg 


2640 


ccatctttaa 


caccttacag 


ggctttttca 


tattcatctt 


ttactgtgca 


gcaaaagaga 


2700 


atgtcagaaa 


acaqt qqaqq 


cggtatcttt 


qttqtqqaaa 


attacgactg 


gctgaaaact 


2760 


ctgactggag 


taaaactgct 


actaatggtt 


taaagaagca 


gactgtaaat 


caaggagtat 


2820 


ccagctcttc 


aaattcctta 


cagtcaagct 


gtaactccac 


taactccact 


acactcctag 


2880 


tgaatagtga 


ttgctcagtg 


cacgcaagcg 


ggaatggcaa 


tgcatctacc 


gagaggaatg 


2940 


gggtttcttt 


cagtgttcag 


aatggagacg 


tgtgccttca 


tgatctcact 


gggaaacagc 


3000 


acatgtttag 


tgacaaagag 


gactcctgca 


atggcaaaag 


ccggatggca 


ctcagaagga 


3060 


cttcaaagcg 


gggaagctta 


cactttatcg 


agcaaatgtg 


attcgcttct 


tctaaaatca 


3120 



aagcatgatg 


ttgatggtgt 


gaagtgtcca 


gttttccttt 


tatacaatgt 


gagatatatg 


3180 


aaaatcgctg 


gttttctact 


cagcaacctc 


gaaaggaaca 


taagctaatt 


gagggcaaca 


3240 


gtttactgtc 


ggaagaagga 


aactatgaca 


tgattatggt 


tcctagacat 


tctcaatttc 


3300 


gtttattatc 


tcccatttgt 


gaggggattg 


gggttagaat 


cacagaataa 


gatccaagaa 


3360 


aagaaaaatg 


aaagtttgtt 


tccagtcaca 


ttttaaagag 


gctgttatcc 


ttgataacat 


3420 


cctttaaaaa 


atgtttactt 


cagtctgttg 


gtgagttgag 


ttgtgcatgc 


ctttgttgta 


3480 


tataagctaa 


gttctaatga 


cccacatgtc 


aaaaatcgta 


tctctatctt 


tttttatatt 


3540 


tattttctac 


tgtgtaaatt 


tattcttttg 


tagaatcatg 


gttgtgtcgt 


tttctctaat 


3600 


gtgataactt 


accagtgact 


tctaaacctc 


ctttcggaga 


tcatatagga 


tgtgaaattc 


3660 


agaaacttca 


ctgaaatcaa 


gaaataatga 


taaaggcaga 


ctgaacaatt 


ataaatagac 


3720 


agtgccacaa 


tcagcttagc 


tatcagcctc 


tgagctatca 


aggaaaggtg 


tccccattgg 


3780 


acggacatag 


ccttatgagc 


ttatggtttg 


ggaaaaagtg 


gggtcacatt 


ttcgccctga 


3840 


tgatcctctt 


gagtacctta 


ttcagggccc 


ttatgtaggg 


tctttatgca 


gggaatgact 


3900 


tatatgacta 


tattggacac 


taaataggga 


tacctatgac 


cagacttcat 


ccctaatgat 


3960 


catattatag 


aatctctaca 


ccatggttgt 


tagaggataa 


aattgtaatc 


taaaccatgt 


4020 


agggaagact 


gtgaatgtgg 


gaaagatata 


cactgccact 


tctcaaatac 


ccagagcctt 


4080 


tgaaaagagg 


aaatcagagt 


aggattactt 


ttccagagtg 


tatatatggc 


aaacgagtta 


4140 


ggtctttaaa 


agacaactgc 


atggtacgtc 


attgttgcaa 


ctgctacatt 


ctggtcctac 


4200 


ttgtttgtat 


tcttaaaaca 


tgtcaaatat 


tgaagagtgt 


atagtgacaa 


gggggagcag 


4260 


ctactgggaa 


gagtgaactg 


tcgtgtgata 


ttgttgtttg 


taggtaataa 


tatatatcca 


4320 


actctgattg 


ttccgagtcc 


tagagcatct 


atcctgtttc 


tcaccgcttg 


agtggtgtct 


4380 


caagcccagg 


atgtttatta 


ggaacatttc 


aagatccttt 


ccttaggtct 


ttcactaagc 


4440 


tcccttgcat 


atatttcaag 


tagatgttgt 


atcccagact 


aaccacagta 


gtaacgtctg 


4500 


tttctctgtg 


tgctcgttgg 


tctttgcaaa 


atttcttctc 


caaattattt 


aattattttg 


4560 


tatttatatg 


ttacaattga 


caaaaatgat 


aaaatcaata 


aaataaattt 


gcac 
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ccaggacctg 


cagatgtgca 


cagagtctcc 


tccctctttt 


ctctgaactt 


cctgtcagga 


60 


tgcttttctc 


tgggggtcag 


tacagccctg 


ttggcaggcc 


tgaagaggtt 


ttactgatat 


120 


acaagatatt 


ccttgtcatc 


atttgttttc 


atgccattct 


tgttacatcc 


ctgaaagatg 


180 


ctgcttccga 


agtattgtcg 


actttaaaca 


gaacagaaaa 


atctaaaatc 


actatattaa 


240 


aaaccttcaa 


tgcatcagga 


gtcaaatccc 


agagaaatat 


ctgcaatttg 


tcatctattt 


300 


gcagtgactc 


agtgtttttt 


agaggtgaga 


tagtgtttca 


acatgatgac 


cactacaacg 


360 


ttactcagaa 


tcaagatata 


gttaacagca 


ccttcgctgg 


agtcctgtct 


ctaagcgaac 


420 


tgaagcgaac 


agaactcaac 


aaaactctac 


agaccttaag 


tgagacttac 


tttatagtgt 


480 


gtgctaccgc 


agaggcccaa 


aacacattaa 


actgtacatt 


cacagtaaaa 


ctgaatgaga 


540 


ccatgaatgt 


gtgtgccatg 


atggttactt 


tcaaaagtgt 


acagattcgg 


ccaatggaac 


600 


agtgctgctg 


ttcccccagg 


actccctgcc 


cttcctcgcc 


ggaagagtta 


gaaaaactac 


660 


agtgtgatct 


gcaggatccc 


attgtctgcc 


ttgccgatca 


accacatggc 


ccaccagtat 


720 


cttcttccag 


caagcctgtg 


ccagttgtac 


ctcaggccac 


cattttttcc 


cacgttgcta 


780 


gtgacttctc 


tttggctgaa 


ccccttgatc 


atgcccttat 


gacctcaagc 


acaccctctc 


840 


tggcacaaga 


gacacgcctt 


ccatctcctc 


agcctacaat 


ctccctgact 


tccagtcctg 


900 


ccattgactt 


gcctgttcaa 


catgtagtgg 


cttcttcctc 


cttgccccaa 


actgatcttt 


960 


cccacaccct 


atcacctgtg 


cagtcctcca 


ttccctctcc 


taccacagca 


gctccatctg 


1020 


tccctgaaaa 


agtggtcgcc 


atcagcacac 


ctcctggcga 


gacagttgtc 


aacacgagta 


1080 


gtgttcctga 


tctggaagcc 


caagtatctc 


aaatggagaa 


agctttgtct 


ttgggcagct 


1140 


tggaacctaa 


tcttgcgggt 


gaaatggtga 


accgagtcag 


caaactcctt 


cactctccac 


1200 


ttgccttgct 


agcccctcta 


gctcaaaggt 


tgctaaaagt 


ggtagatgcc 


attggcttac 


1260 


agctgaattt 


ttcatctaca 


actatcagtc 


taacttctcc 


ttctttggct 


cttgctgtga 


1320 


tcagagtgaa 


tgccagtaat 


ttcaatacaa 


caacctttgc 


agcccaagac 


ccagcaaatc 


1380 


tccaggtgtc 


tctggaagcc 


caggctccta 


agaatagtat 


tggcgccatt 


actctaccct 


1440 


catcgctgat 


gagtaatttg 


ccagctagtg 


aggtagaatt 


ggcttcgagg 


gttcagttca 


1500 


atttctttga 


aacacctgcc 


ctatttcagg 


acccctccct 


ggagaacctc 


tctctgataa 


1560 


gctatgtcat 


atcatcaagt 


gtcacaaaca 


tgaccatcaa 


gaacttgaca 


agaaacgtga 


1620 


cagttgcact 


gaagcacatc 


aacccaagtc 


aggatgactt 


aactgtcaaa 


tgtgttttct 


1680 


gggacttgaa 


cagaaatggt 


ggcagaggag 


gttggtcatc 


tgatggctgt 


tccgtcaaag 


1740 



agaagaggat 


gaacgaaact 


atctgtacct 


gtagccacct 


tacaagtttt 


ggcatcctat 


1800 


tggatctatc 


tcggacatcc 


ttaccaccaa 


gtcaaatgat 


ggctctgaca 


tttatcacgt 


1860 


atattggctg 


tgggctttca 


tcaatttttc 


tgtcagttac 


tcttgtaacc 


tatatagcct 


1920 


ttgaaaagat 


ccggagggat 


tacccttcca 


aaatcctcat 


tcaactgtgt 


gctgccctgc 


1980 


ttctgctcaa 


cctggtcttc 


ctcttagact 


cctggattgc 


actgtataat 


gcccgaggtt 


2040 


tctgcatctc 


cgtggctgta 


tttcttcact 


attttctctt 


ggtatcattc 


acatggatgg 


2100 


gcttagaagc 


atttcatatg 


tacctagcac 


tggttaaggt 


ttttaatact 


tacatccgaa 


2160 


agtacatcct 


taaattctgc 


attgttggct 


gggggatacc 


agctgtggtt 


gtatccatcg 


2220 


tcctgactat 


atccccagat 


aattatggga 


ttggatctta 


tgggaaattc 


cccaatggca 


2280 


caccagatga 


cttttgctgg 


atcaacagca 


gtgtggtgtt 


ctatatcacg 


gttgtgggat 


2340 


atttctgtgt 


gatatttcta 


ctgaacgtca 


gcatgttcat 


tgtggtcttg 


gttcagctct 


2400 


gtcgaattaa 


aaagaagaag 


caactgggag 


cgcagcgcaa 


aactagtatt 


caagacctcc 


2460 


aaaatattcrc 


tggcctcaca 


tttttactgg 


gaattacttg 


gggctttgcc 


ttctttgcct 


2520 


aaaaaccacrt 


taatctcacc 


ttcatgtatc 


tctttgccat 


ctttaacacc 


ttacagggct 


2580 


ttttcatatt 


catcttttac 


tgtgcagcaa 


aagagaatgt 


cagaaaacag 


tggaggcggt 


2640 


atctttgttg 


tggaaaatta 


cqactggctg 


aaaactctga 


ctggagtaaa 


actgctacta 


2700 


atggtttaaa 


gaagcagact 


gtaaatcaag 


gagtatccag 


ctcttcaaat 


tccttacagt 


2760 


caagctgtaa 


ctccactaac 


tccactacac 


tcctagtgaa 


tagtgattgc 


tcagtgcacg 


2820 


caagcgggaa 


tggcaatgca 


tctaccgaga 


ggaatggggt 


ttctttcagt 


gttcagaatg 


2880 


aaaacqtatg 


ccttcatgat 


ctcactggga 


aacagcacat 


gtttagtgac 


aaagaggact 


2940 


cctgcaatgg 


caaaagccgg 


atggcactca 


gaaggacttc 


aaagcgggga 


agcttacact 


3000 


ttatcgagca 


aatgtgattc 


gcttcttcta 


aaatcaaagc 


atgatgttga 


tggtgtgaag 


3060 


tgtccagttt 


tccttttata 


caatgtgaga 


tatatgaaaa 


tcgctggttt 


tctactcagc 


3120 


aacctcgaaa 


ggaacataag 


ctaattgagg 


gcaacagttt 


actgtcggaa 


gaaggaaact 


3180 


atgacatgat 


tatggttcct 


agacattctc 


aatttcgttt 


attatctccc 


atttgtgagg 


3240 


ggattggggt 


tagaatcaca 


gaataagatc 


caagaaaaga 


aaaatgaaag 


tttgtttcca 


3300 


gtcacatttt 


aaagaggctg 


ttatccttga 


taacatcctt 


taaaaaatgt 


ttacttcagt 


3360 


ctgttggtga 


gttgagttgt 


gcatgccttt 


gttgtatata 


agctaagttc 


taatgaccca 


3420 
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catgtcaaaa 


atcgtatctc 


tatctttttt 


tatatttatt 


ttctactgtg 


taaatttatt 


3480 


cttttgtaga 


atcatggttg 


tgtcgttttc 


tctaatgtga 


taacttacca 


gtgacttcta 


3540 


aacctccttt 


cggagatcat 


ataggatgtg 


aaattcagaa 


acttcactga 


aatcaagaaa 


3600 


taatgataaa 


ggcagactga 


acaattataa 


atagacagtg 


ccacaatcag 


cttagctatc 


3660 


agcctctgag 


ctatcaagga 


aaggtgtccc 


cattggacgg 


acatagcctt 


atgagcttat 


3720 


ggtttgggaa 


aaagtggggt 


cacattttcg 


ccctgatgat 


cctcttgagt 


accttattca 


3780 


gggcccttat 


gtagggtctt 


tatgcaggga 


atgacttata 


tgactatatt 


ggacactaaa 


3840 


tagggatacc 


tatgaccaga 


cttcatccct 


aatgatcata 


ttatagaatc 


tctacaccat 


3900 


ggttgttaga 


ggataaaatt 


gtaatctaaa 


ccatgtaggg 


aagactgtga 


atgtgggaaa 


3960 


gatatacact 


gccacttctc 


aaatacccag 


agcctttgaa 


aagaggaaat 


cagagtagga 


4020 


ttacttttcc 


agagtgtata 


tatggcaaac 


gagttaggtc 


tttaaaagac 


aactgcatgg 


4080 


tacgtcattg 


ttgcaactgc 


tacattctgg 


tcctacttgt 


ttgtattctt 


aaaacatgtc 


4140 


aaatattgaa 


gagtgtatag 


tgacaagggg 


gagcagctac 


tgggaagagt 


gaactgtcgt 


4200 


gtgatattgt 


tgtttgtagg 


taataatata 


tatccaactc 


tgattgttcc 


gagtcctaga 


4260 


gcatctatcc 


tgtttctcac 


cgcttgagtg 


gtgtctcaag 


cccaggatgt 


ttattaggaa 


4 320 


catttcaaga 


tcctttcctt 


aggtctttca 


ctaagctccc 


ttgcatatat 


ttcaagtaga 


4380 


tgttgtatcc 


cagactaacc 


acagtagtaa 


cgtctgtttc 


tctgtgtgct 


cgttggtctt 


4440 


tgcaaaattt 


cttctccaaa 


ttatttaatt 


attttgtatt 


tatatgttac 


aattgacaaa 


4500 


aatgataaaa 


tcaataaaat 


aaatttgcac 
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<210> 29 
<211> 4530 
<212> DNA 

<213> Rattus norvegicus 










<400> 29 
ccaggacctg 


cagatgtgca 


cagagtctcc 


tccctctttt 


ctctgaactt 


cctgtcagga 


60 


tgcttttctc 


tgggggtcag 


tacagccctg 


ttggcaggcc 


tgaagaggtt 


ttactgatat 


120 


acaagatatt 


ccttgtcatc 


atttgttttc 


atgccattct 


tgttacatcc 


ctgaaagatg 


180 


ctgcttccga 


agtattgtcg 


actttaaaca 


gaacagaaaa 


atctaaaatc 


actatattaa 


240 


aaaccttcaa 


tgcatcagga 


gtcaaatccc 


agagaaatat 


ctgcaatttg 


tcatctattt 


300 


gcagtgactc 


agtgtttttt 


agaggtgaga 


tagtgtttca 


acatgatgac 


cactacaacg 


360 



ttactcagaa 


tcaagatata 


gttaacagca 


ccttcgctgg 


agtcctgtct 


ctaagcgaac 


420 


tgaagcgaac 


agaactcaac 


aaaactctac 


agaccttaag 


tgagacttac 


tttatagtgt 


480 


gtgctaccgc 


agaggcccaa 


aacacattaa 


actgtacatt 


cacagtaaaa 


ctgaatgaga 


540 


ccatgaatgt 


gtgtgccatg 


atggttactt 


tcaaaagtgt 


acagattcgg 


ccaatggaac 


600 


agtgctgctg 


ttcccccagg 


actccctgcc 


cttcctcgcc 


ggaagagtta 


gaaaaactac 


660 


agtgtgatct 


gcaggatccc 


attgtctgcc 


ttgccgatca 


accacatggc 


ccaccagtat 


720 


cttcttccag 


caagcctgtg 


ccagttgtac 


ctcaggccac 


cattttttcc 


cacgttgcta 


780 


gtgacttctc 


tttggctgaa 


ccccttgatc 


atgcccttat 


gacctcaagc 


acaccctctc 


840 


tggcacaaga 


gacacgcctt 


ccatctcctc 


agcctacaat 


ctccctgact 


tccagtcctg 


900 


ccattgactt 


gcctgttcaa 


catgtagtgg 


cttcttcctc 


cttgccccaa 


actgatcttt 


960 


cccacaccct 


atcacctgtg 


cagtcctcca 


ttccctctcc 


taccacagca 


gctccatctg 


1020 


tccctgaaaa 


agtggtcgcc 


atcagcacac 


ctcctggcga 


gacagttgtc 


aacacgagta 


1080 


gtgttcctga 


tctggaagcc 


caagtatctc 


aaatggagaa 


agctttgtct 


ttgggcagct 


1140 


tggaacctaa 


tcttgcgggt 


gaaatggtga 


accgagtcag 


caaactcctt 


cactctccac 


1200 


ttgccttgct 


agcccctcta 


gctcaaaggt 


tgctaaaagt 


ggtagatgcc 


attggcttac 


1260 


agctgaattt 


ttcatctaca 


actatcagtc 


taacttctcc 


ttctttggct 


cttgctgtga 


1320 


tcagagtgaa 


tgccagtaat 


ttcaatacaa 


caacctttgc 


agcccaagac 


ccagcaaatc 


1380 


tccaggtgtc 


tctggaagcc 


caggctccta 


agaatagtat 


tggcgccatt 


actctaccct 


1440 


catcgctgat 


gagtaatttg 


ccagctagtg 


aggtagaatt 


ggcttcgagg 


gttcagttca 


1500 


atttctttga 


aacacctgcc 


ctatttcagg 


acccctccct 


ggagaacctc 


tctctgataa 


1560 


gctatgtcat 


atcatcaagt 


gtcacaaaca 


tgaccatcaa 


gaacttgaca 


agaaacgtga 


1620 


cagttgcact 


gaagcacatc 


aacccaagtc 


aggatgactt 


aactgtcaaa 


tgtgttttct 


1680 


gggacttgaa 


cagaaatggt 


ggcagaggag 


gttggtcatc 


tgatggctgt 


tccgtcaaag 


1740 


agaagaggat 


gaacgaaact 


atctgtacct 


gtagccacct 


tacaagtttt 


ggcatcctat 


1800 


tggatctatc 


tcggacatcc 


ttaccaccaa 


gtcaaatgat 


ggctctgaca 


tttatcacgt 


1860 


atattggctg 


tgggctttca 


tcaatttttc 


tgtcagttac 


tcttgtaacc 


tatatagcct 


1920 


ttgaaaagat 


ccggagggat 


tacccttcca 


aaatcctcat 


tcaactgtgt 


gctgccctgc 


1980 


ttctgctcaa 


cctggtcttc 


ctcttagact 


cctggattgc 


actgtataat 


gcccgaggtt 


2040 


tctgcatctc 


cgtggctgta 


tttcttcact 


attttctctt 


ggtatcattc 


acatggatgg 


2100 




gcttagaagc 


atttcatatg 


tacctagcac 


tggttaaggt 


ttttaatact 


tacatccgaa 


2160 


agtacatcct 


taaattctgc 


attgttggct 


gggggatacc 


agctgtggtt 


gtatccatcg 


2220 


tcctgactat 


atccccagat 


aattatggga 


ttggatctta 


tgggaaattc 


cccaatggca 


2280 


caccagatga 


cttttgctgg 


atcaacagca 


gtgtggtgtt 


ctatatcacg 


gttgtgggat 


2340 


atttctgtgt 


gatatttcta 


ctgaacgtca 


gcatgttcat 


tgtggtcttg 


gttcagctct 


2400 


gtcgaattaa 


aaagaagaag 


caactgggag 


cgcagcgcaa 


aactagtatt 


caagacctcc 


2460 


acraqtattqc 


tggcctcaca 


tttttactgg 


gaattacttg 


gggctttgcc 


ttctttgcct 


2520 


aaacraccacrt 


taatctcacc 


ttcatgtatc 


tctttgccat 


ctttaacacc 


ttacagggct 


2580 


ttttcatatt 


catcttttac 


tgtgcagcaa 


aagagaatgt 


cagaaaacag 


tggaggcggt 


2640 


atctttgttg 


tggaaaatta 


cqactqgctg 


aaaactctga 


ctggagtaaa 


actgctacta 


2700 


atggtttaaa 


gaagcagact 


gtaaatcaag 


gagtatccag 


ctcttcaaat 


tccttacagt 


2760 


caagctgtaa 


ctccactaac 


tccactacac 


tcctagtgaa 


tagtgattgc 


tcagtgcacg 


2820 


caaacaaaaa 


tggcaatgca 


tctaccgaga 


gqaatggggt 


ttctttcagt 


gttcagaatg 


2880 


aaaacQtCftcr 


ccttcatgat 


ctcactggga 


aacagcacat 


gtttagtgac 


aaagaggact 


2940 


cctgcaatgg 


caaaagccgg 


atggcactca 


gaaggacttc 


aaagcgggga 


agcttacact 


3000 


t tatcgagca 


aatgtgattc 


gcttcttcta 


aaatcaaagc 


atgatgttga 


tggtgtgaag 


3060 


tgtccagttt 


tccttttata 


caatgtgaga 


tatatgaaaa 


tcgctggttt 


tctactcagc 


3120 


aacctcgaaa 


ggaacataag 


ctaattgagg 


gcaacagttt 


actgtcggaa 


gaaggaaact 


3180 


atgacatgat 


tatggttcct 


agacattctc 


aatttcgttt 


attatctccc 


atttgtgagg 


3240 


aaattaaaat 


tagaatcaca 


gaataagatc 


caagaaaaga 


aaaatgaaag 


tttgtttcca 


3300 


gtcacatttt 


aaagaggctg 


ttatccttga 


taacatcctt 


taaaaaatgt 


ttacttcagt 


3360 


ctattaataa 


attqagttqt 


gcatgccttt 


gttgtatata 


agctaagttc 


taatgaccca 


3420 


catgtcaaaa 


atcgtatctc 


tatctttttt 


tatatttatt 


ttctactgtg 


taaatttatt 


3480 


cttttgtaga 


atcatggttg 


tgtcgttttc 


tctaatgtga 


taacttacca 


gtgacttcta 


3540 


aacctccttt 


cggagatcat 


ataggatgtg 


aaattcagaa 


acttcactga 


aatcaagaaa 


3600 


taatgataaa 


ggcagactga 


acaattataa 


atagacagtg 


ccacaatcag 


cttagctatc 


3660 


agcctctgag 


ctatcaagga 


aaggtgtccc 


cattggacgg 


acatagcctt 


atgagcttat 


3720 


ggtttgggaa 


aaagtggggt 


cacattttcg 


ccctgatgat 


cctcttgagt 


accttattca 


3780 



gggcccttat 


gtagggtctt 


tatgcaggga 


atgacttata 


tgactatatt 


ggacactaaa 


3840 


tagggatacc 


tatgaccaga 


cttcatccct 


aatgatcata 


ttatagaatc 


tctacaccat 


3900 


ggttgttaga 


ggataaaatt 


gtaatctaaa 


ccatgtaggg 


aagactgtga 


atgtgggaaa 


3960 


gatatacact 


gccacttctc 


aaatacccag 


agcctttgaa 


aagaggaaat 


cagagtagga 


4020 


ttacttttcc 


agagtgtata 


tatggcaaac 


gagttaggtc 


tttaaaagac 


aactgcatgg 


4080 


tacgtcattg 


ttgcaactgc 


tacattctgg 


tcctacttgt 


ttgtattctt 


aaaacatgtc 


4140 


aaatattgaa 


gagtgtatag 


tgacaagggg 


gagcagctac 


tgggaagagt 


gaactgtcgt 


4200 


gtgatattgt 


tgtttgtagg 


taataatata 


tatccaactc 


tgattgttcc 


gagtcctaga 


4260 


gcatctatcc 


tgtttctcac 


cgcttgagtg 


gtgtctcaag 


cccaggatgt 


ttattaggaa 


4320 


catttcaaga 


tcctttcctt 


aggtctttca 


ctaagctccc 


ttgcatatat 


ttcaagtaga 


4380 


tgttgtatcc 


cagactaacc 


acagtagtaa 


cgtctgtttc 


tctgtgtgct 


cgttggtctt 


4440 


tgcaaaattt 


cttctccaaa 


ttatttaatt 


attttgtatt 


tatatgttac 


aattgacaaa 


4500 


aatgataaaa 


tcaataaaat 


aaatttgcac 
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<210> 30 

<211> 1017 

<212> PRT 

,<213> Homo sapiens 

<400> 30 

Met Val Phe Ser Val Arg Gin Cys Gly His Val Gly Arg Thr Glu Glu 
15 10 15 



Val Leu Leu Thr Phe Lys lie Phe Leu Val lie lie Cys Leu His Val 
20 25 30 



Val Leu Val Thr Ser Leu Glu Glu Asp Thr Asp Asn Ser Ser Leu Ser 
35 40 45 



Pro Pro Pro Ala Lys Leu Ser Val Val Ser Phe Ala Pro Ser Ser Asn 
50 55 60 



Gly Thr Pro Glu Val Glu Thr Thr Ser Leu Asn Asp Val Thr Leu Ser 
65 70 75 80 



Leu Leu Pro Ser Asn Glu Thr Glu Lys Thr Lys lie Thr lie Val Lys 
85 90 95 
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Thr Phe Asn Ala Ser Gly Val Lys Pro Gin Arg Asn He Cys Asn Leu 
100 105 110 



Ser Ser He Cys Asn Asp Ser Ala Phe Phe Arg Gly Glu lie Met Phe 
115 120 125 



Gin Tyr Asp Lys Glu Ser Thr Val Pro Gin Asn Gin His He Thr Asn 
130 135 140 



Gly Thr Leu Thr Gly Val Leu Ser Leu Ser Glu Leu Lys Arg Ser Glu 
145 150 155 160 



Leu Asn Lys Thr Leu Gin Thr Leu Ser Glu Thr Tyr Phe He Met Cys 
165 170 175 



Ala Thr Ala Glu Ala Gin Ser Thr Leu Asn Cys Thr Phe Thr He Lys 
180 185 190 



Leu Asn Asn Thr Met Asn Ala Cys Ala Ala He Ala Ala Leu Glu Arg 
195 200 205 



Val Lys He Arg Pro Met Glu His Cys Cys Cys Ser Val Arg He Pro 
210 215 220 



Cys Pro Ser Ser Pro Glu Glu Leu Gly Lys Leu Gin Cys Asp Leu Gin 
225 230 235 240 



Asp Pro He Val Cys Leu Ala Asp His Pro Arg Gly Pro Pro Phe Ser 
245 250 255 



Ser Ser Gin Ser He Pro Val Val Pro Arg Ala Thr Val Leu Ser Gin 
260 265 270 



Val Pro Lys Ala Thr Ser Phe Ala Glu Pro Pro Asp Tyr Ser Pro Val 
275 280 285 



Thr His Asn Val Pro Ser Pro He Gly Glu He Gin Pro Leu Ser Pro 
290 295 300 



Gin Pro Ser Ala Pro He Ala Ser Ser Pro Ala He Asp Met Pro Pro 
305 310 315 320 



# • 



Gin Ser Glu Thr lie Ser Ser Pro Met Pro Gin Thr His Val Ser Gly 
325 330 335 



Thr Pro Pro Pro Val Lys Ala Ser Phe Ser Ser Pro Thr Val Ser Ala 
340 345 350 



Pro Ala Asn Val Asn Thr Thr Ser Ala Pro Pro Val Gin Thr Asp lie 
355 360 365 



Val Asn Thr Ser Ser lie Ser Asp Leu Glu Asn Gin Val Leu Gin Met 
370 375 380 



Glu Lys Ala Leu Ser Leu Gly Ser Leu Glu Pro Asn Leu Ala Gly Glu 
385 390 395 400 



Met lie Asn Gin Val Ser Arg Leu Leu His Ser Pro Pro Asp Met Leu 
405 410 415 



Ala Pro Leu Ala Gin Arg Leu Leu Lys Val Val Asp Asp lie Gly Leu 
420 425 430 



Gin Leu Asn Phe Ser Asn Thr Thr lie Ser Leu Thr Ser Pro Ser Leu 
435 440 445 



Ala Leu Ala Val lie Arg Val Asn Ala Ser Ser Phe Asn Thr Thr Thr 
450 455 460 



Phe Val Ala Gin Asp Pro Ala Asn Leu Gin Val Ser Leu Glu Thr Gin 
465 470 475 480 



Ala Pro Glu Asn Ser lie Gly Thr lie Thr Leu Pro Ser Ser Leu Met 
485 490 495 



Asn Asn Leu Pro Ala His Asp Met Glu Leu Ala Ser Arg Val Gin Phe 
500 505 510 



Asn Phe Phe Glu Thr Pro Ala Leu Phe Gin Asp Pro Ser Leu Glu Asn 
515 520 525 



Leu Ser Leu lie Ser Tyr Val lie Ser Ser Ser Val Ala Asn Leu Thr 
530 535 540 



Val Arg Asn Leu Thr Arg Asn Val Thr Val Thr Leu Lys His lie Asn 
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545 550 555 560 



Pro Ser Gin Asp Glu Leu Thr Val Arg Cys Val Phe Trp Asp Leu Gly 
565 570 575 



Arg Asn Gly Gly Arg Gly Gly Trp Ser Asp Asn Gly Cys Ser Val Lys 
580 585 590 



Asp Arg Arg Leu Asn Glu Thr lie Cys Thr Cys Ser His Leu Thr Ser 
595 600 605 



Phe Gly Val Leu Leu Asp Leu Ser Arg Thr Ser Val Leu Pro Ala Gin 
610 615 620 



Met Met Ala Leu Thr Phe lie Thr Tyr lie Gly Cys Gly Leu Ser Ser 
625 630 635 640 



lie Phe Leu Ser Val Thr Leu Val Thr Tyr lie Ala Phe Glu Lys lie 
645 650 655 



Arg Arg Asp Tyr Pro Ser Lys lie Leu lie Gin Leu Cys Ala Ala Leu 
660 665 670 



Leu Leu Leu Asn Leu Val Phe Leu Leu Asp Ser Trp lie Ala Leu Tyr 
675 680 685 



Lys Met Gin Gly Leu Cys lie Ser Val Ala Val Phe Leu His Tyr Phe 
690 695 700 



Leu Leu Val Ser Phe Thr Trp Met Gly Leu Glu Ala Phe His Met Tyr 
705 710 715 720 



Leu Ala Leu Val Lys Val Phe Asn Thr Tyr lie Arg Lys Tyr lie Leu 
725 730 735 



Lys Phe Cys lie Val Gly Trp Gly Val Pro Ala Val Val Val Thr lie 
' 740 745 750 



lie Leu Thr lie Ser Pro Asp Asn Tyr Gly Leu Gly Ser Tyr Gly Lys 

755 760 765 



Phe Pro Asn Gly Ser Pro Asp Asp Phe Cys Trp lie Asn Asn Asn Ala 
770 775 780 
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Val Phe Tyr lie Thr Val Val Gly Tyr Phe Cys Val lie Phe Leu Leu 
785 790 795 800 



Asn Val Ser Met Phe He Val Val Leu Val Gin Leu Cys Arg He Lys 
805 810 815 



Lys Lys Lys Gin Leu Gly Ala Gin Arg Lys Thr Ser He Gin Asp Leu 
820 825 830 



Arg Ser lie Ala Gly Leu Thr Phe Leu Leu Gly He Thr Trp Gly Phe 
835 840 845 



Ala Phe Phe Ala Trp Gly Pro Val Asn Val Thr Phe Met Tyr Leu Phe 
850 855 860 



Ala He Phe Asn Thr Leu Gin Gly Phe Phe He Phe He Phe Tyr Cys 
865 870 875 880 



Val Ala Lys Glu Asn Val Arg Lys Gin Trp Arg Arg Tyr Leu Cys Cys 
885 890 895 



Gly Lys Leu Arg Leu Ala Glu Asn Ser Asp Trp Ser Lys Thr Ala Thr 
900 905 910 



Asn Gly Leu Lys Lys Gin Thr Val Asn Gin Gly Val Ser Ser Ser Ser 
915 920 925 



Asn Ser Leu Gin Ser Ser Ser Asn Ser Thr Asn Ser Thr Thr Leu Leu 
930 935 940 



Val Asn Asn Asp Cys Ser Val His Ala Ser Gly Asn Gly Asn Ala Ser 
945 950 955 960 



Thr Glu Arg Asn Gly Val Ser Phe Ser Val Gin Asn Gly Asp Val Cys 
965 970 975 - 



Leu His Asp Phe Thr Gly Lys Gin His Met Phe Asn Glu Lys Glu Asp 
980 985 990 



Ser Cys Asn Gly Lys Gly Arg Met Ala Leu Arg Arg Thr Ser Lys Arg 
995 1000 1005 



Gly Ser Leu His Phe lie Glu Gin Met 
1010 1015 



<210> 31 

<211> 1009 

<212> PRT 

<213> Mus musculus 

<400> 31 



Met Leu Phe Ser Gly Gly Gin Tyr Ser Pro Val Gly Arg Pro Glu Glu 
15 10 15 



Val Leu Leu lie Tyr Lys lie Phe Leu Val lie lie Cys Phe His Val 
20 25 30 



lie Leu Val Thr Ser Leu Lys Glu Asn Gly Asn Ser Ser Leu Leu Ser 
35 40 45 



Pro Ser Ala Glu Ser Ser Leu Val Ser Leu lie Pro Tyr Ser Asn Gly 
50 55 60 



Thr Pro Asp Ala Ala Ser Glu Val Leu Ser Thr Leu Asn Lys Thr Glu 
65 70 75 80 



Lys Ser Lys lie Thr lie Val Lys Thr Phe Asn Ala Ser Gly Val Lys 
85 90 95 



Ser Gin Arg Asn lie Cys Asn Leu Ser Ser Leu Cys Asn Asp Ser Val 
100 105 110 



Phe Phe Arg Gly Glu lie Val Phe Gin His Asp Glu Asp His Asn Val 
115 120 125 



Thr Gin Asn Gin Asp Thr Ala Asn Gly Thr Phe Ala Gly Val Leu Ser 
130 135 140 



Leu Ser Glu Leu Lys Arg Ser Glu Leu Asn Lys Thr Leu Gin Thr Leu 
145 150 155 160 



Ser Glu Thr Tyr Phe lie Val Cys Ala Thr Ala Glu Ala Gin Ser Thr 
165 170 175 



Val Asn Cys Thr Phe Thr Val Lys Leu Asn Glu Thr Met Asn Val Cys 
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180 



185 



190 



Ala Met Met Val Thr Phe Gin Thr Val Gin lie Arg Pro Met Glu Gin 
195 200 205 



Cys Cys Cys Ser Pro Arg Thr Pro Cys Pro Ser Ser Pro Glu Glu Leu 
210 215 220 



Glu Lys Leu Gin Cys Glu Leu Gin Asp Pro lie Val Cys Leu Ala Asp 
225 230 235 240 



Gin Pro His Gly Pro Pro Leu Ser Ser Ser Ser Lys Pro Val Val Pro 
245 250 255 



Gin Ala Thr lie lie Ser His Val Ala Ser Asp Phe Ser Leu Ala Glu 
260 265 270 



Pro Leu Asp His Ala Leu Met Thr Pro Ser Thr Pro Ser Leu Thr Gin 
275 280 285 



Glu Ser Asn Leu Pro Ser Pro Gin Pro Thr lie Pro Leu Ala Ser Ser 
290 295 300 



Pro Ala Thr Asp Leu Pro Val Gin Ser Val Val Val Ser Ser Leu Pro 
305 310 315 320 



Gin Thr Asp Leu Ser His Thr Leu Ser Pro Val Gin Ser Ser lie Pro 
325 330 335 



Ser Pro Thr Thr Pro Ala Pro Ser Val Pro Thr Glu Leu Val Thr lie 
340 345 350 



Ser Thr Pro Pro Gly Glu Thr Val Val Asn Thr Ser Thr Val Ser Asp 
355 360 365 



Leu Glu Ala Gin Val Ser Gin Met Glu Lys Ala Leu Ser Leu Gly Ser 
370 375 380 



Leu Glu Pro Asn Leu Ala Gly Glu Met Val Asn Arg Val Ser Lys Leu 
385 390 395 400 



Leu His Ser Pro Pro Ala Leu Leu Ala Pro Leu Ala Gin Arg Leu Leu 
405 410 415 



Lys Val Val Asp Ala lie Gly Leu Gin Leu Asn Phe Ser Ser Thr Thr 
420 425 430 



lie Ser Leu Thr Ser Pro Ser Leu Ala Leu Ala Val lie Arg Val Asn 
435 440 445 



Ala Ser Asn Phe Asn Thr Thr Thr Phe Ala Ala Gin Asp Pro Thr Asn 
450 455 460 



Leu Gin Val Ser Leu Glu Thr Pro Pro Pro Glu Asn Ser lie Gly Ala 
465 470 475 480 



lie Thr Leu Pro Ser Ser Leu Met Asn Asn Leu Pro Ala Asn Asp Val 
485 490 495 



Glu Leu Ala Ser Arg lie Gin Phe Asn Phe Phe Glu Thr Pro Ala Leu 
500 505 510 



Phe Gin Asp Pro Ser Leu Glu Asn Leu Thr Leu lie Ser Tyr Val lie 
515 520 525 



Ser Ser Ser Val Thr Asn Met Thr lie Lys Asn Leu Thr Arg Asn Val 
530 535 540 



Thr Val Ala Leu Lys His lie Asn Pro Ser Pro Asp Asp Leu Thr Vai 
545 550 555 560 



Lys Cys Val Phe Trp Asp Leu Gly Arg Asn Gly Gly Lys Gly Gly Trp 
565 570 575 



Ser Ser Asp Gly Cys Ser Val Lys Asp Lys Arg Met Asn Glu Thr lie 
580 585 590 



Cys Thr Cys Ser His Leu Thr Ser Phe Gly lie Leu Leu Asp Leu Ser 
595 600 605 



Arg Thr Ser Leu Pro Pro Ser Gin Met Met Ala Leu Thr Phe lie Thr 
610 615 620 



Tyr lie Gly Cys Gly Leu Ser Ser lie Phe Leu Ser Val Thr Leu Val 
625 630 635 640 



Thr Tyr He Ala Phe Glu Lys He Arg Arg Asp Tyr Pro Ser Lys He 
645 650 655 



Leu He Gin Leu Cys Ala Ala Leu Leu Leu Leu Asn Leu He Phe Leu 
660 665 670 



Leu Asp Ser Trp He Ala Leu Tyr Asn Thr Arg Gly Phe Cys He Ala 
675 680 685 



Val Ala Val Phe Leu His Tyr Phe Leu Leu Val Ser Phe Thr Trp Met 
690 695 700 



Gly Leu Glu Ala Phe His Met Tyr Leu Ala Leu Val Lys Val Phe Asn 
705 710 715 720 



Thr Tyr He Arg Lys Tyr He Leu Lys Phe Cys He Val Gly Trp Gly 
725 730 735 



He Pro Ala Val Val Val Ser He Val Leu Thr He Ser Pro Asp Asn 
740 745 750 



Tyr Gly He Gly Ser Tyr Gly Lys Phe Pro Asn Gly Thr Pro Asp Asp 
755 760 765 



Phe Cys Trp He Asn Ser Asn Val Val Phe Tyr He Thr Val Val Gly 
770 775 780 



Tyr Phe Cys Val He Phe Leu Leu Asn Val Ser Met Phe He Val Val 
785 790 795 800 



Leu Val Gin Leu Cys Arg He Lys Lys Lys Lys Gin Leu Gly Ala Gin 
805 810 815 



Arg Lys Thr Ser He Gin Asp Leu Arg Ser He Ala Gly Leu Thr Phe 
820 825 830 



Leu Leu Gly He Thr Trp Gly Phe Ala Phe Phe Ala Trp Gly Pro Val 
835 840 845 



Asn Val Thr Phe Met Tyr Leu Phe Ala He Phe Asn Thr Leu Gin Gly 
850 855 860 



Phe Phe lie Phe lie Phe Tyr Cys Ala Ala Lys Glu Asn Val Arg Lys 
865 870 875 880 



Gin Trp Arg Arg Tyr Leu Cys Cys Gly Lys Leu Arg Leu Ala Glu Asn 
885 890 895 



Ser Asp Trp Ser Lys Thr Ala Thr Asn Gly Leu Lys Lys Gin Thr Val 
900 905 910 



Asn Gin Gly Val Ser Ser Ser Ser Asn Ser Leu Gin Ser Ser Cys Asn 
915 920 925 



Ser Thr Asn Ser Thr Thr Leu Leu Val Asn Ser Asp Cys Ser Val His 
930 935 940 



Ala Ser Gly Asn Gly Asn Ala Ser Thr Glu Arg Asn Gly Val Ser Phe 
945 950 955 960 



Ser Val Gin Asn Gly Asp Val Cys Leu His Asp Leu Thr Gly Lys Gin 
965 970 975 



His Met Phe Ser Asp Lys Glu Asp Ser Cys Asn Gly Lys Ser Arg lie 
980 985 990 



Ala Leu Arg Arg Thr Ser Lys Arg Gly Ser Leu His Phe lie Glu Gin 
995 1000 1005 



Met 



<210> 32 
<211> 1013 
<212> PRT 

<213> Rattus norvegicus 
<400> 32 

Met Leu Phe Ser Gly Gly Gin Tyr Ser Pro Val Gly Arg Pro Glu Glu 
15 10 15 



Val Leu Leu lie Tyr Lys lie Phe Leu Val lie lie Cys Phe His Ala 
20 25 30 



lie Leu Val Thr Ser Leu Lys Glu Asn Ala Gly Asn Ser Ser Leu Leu 
35 40 45 
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Ser Pro Ser Ala Glu Ser Ser Leu Val Ser Leu Val Pro Tyr Ser Asn 
50 55 60 



Gly Thr Pro Asp Ala Ala Ser Glu Val Leu Ser Thr Leu Asn Arg Thr 
65 70 75 80 



Glu Lys Ser Lys lie Thr lie Leu Lys Thr Phe Asn Ala Ser Gly Val 
85 90 95 



Lys Ser Gin Arg Asn lie Cys Asn Leu Ser Ser lie Cys Ser Asp Ser 
100 105 110 



Val Phe Phe Arg Gly Glu lie Val Phe Gin His Asp Asp His Tyr Asn 
115 120 125 



Val Thr Gin Asn Gin Asp lie Val Asn Ser Thr Phe Ala Gly Val Leu 
130 135 140 



Ser Leu Ser Glu Leu Lys Arg Thr Glu Leu Asn Lys Thr Leu Gin Thr 
145 150 155 160 



Leu Ser Glu Thr Tyr Phe lie Val Cys Ala Thr Ala Glu Ala Gin Asn 
165 170 175 



Thr Leu Asn Cys Thr Phe Thr Val Lys Leu Asn Glu Thr Met Asn Val 
180 185 190 



Cys Ala Met Met Val Thr Phe Lys Ser Val Gin lie Arg Pro Met Glu 
195 200 205 



Gin Cys Cys Cys Ser Pro Arg Thr Pro Cys Pro Ser Ser Pro Glu Glu 
210 215 220 



Leu Glu Lys Leu Gin Cys Asp Leu Gin Asp Pro lie Val Cys Leu Ala 
225 230 235 240 



Asp Gin Pro His Gly Pro Pro Val Ser Ser Ser Ser Lys Pro Val Pro 
245 250 255 



Val Val Pro Gin Ala Thr lie Phe Ser His Val Ala Ser Asp Phe Ser 
260 265 270 



Leu Ala Glu Pro Leu Asp His Ala Leu Met Thr Ser Ser Thr Pro Ser 
275 280 285 



Leu Ala Gin Glu Thr Arg Leu Pro Ser Pro Gin Pro Thr He Ser Leu 
290 295 300 



Thr Ser Ser Pro Ala He Asp Leu Pro Val Gin His Val Val Ala Ser 
305 310 315 320 



Ser Ser Leu Pro Gin Thr Asp Leu Ser His Thr Leu Ser Pro Val Gin 
325 330 335 



Ser Ser He Pro Ser Pro Thr Thr Ala Ala Pro Ser Val Pro Glu Lys 
340 345 350 



Val Val Ala He Ser Thr Pro Pro Gly Glu Thr Val Val Asn Thr Ser 
355 360 365 



Ser Val Pro Asp Leu Glu Ala Gin Val Ser Gin Met Glu Lys Ala Leu 
370 375 380 



Ser Leu Gly Ser Leu Glu Pro Asn Leu Ala Gly Glu Met Val Asn Arg 
385 390 395 400 



Val Ser Lys Leu Leu His Ser Pro Leu Ala Leu Leu Ala Pro Leu Ala 
405 410 415 



Gin Arg Leu Leu Lys Val Val Asp Ala He Gly Leu Gin Leu Asn Phe 
420 425 430 



Ser Ser Thr Thr He Ser Leu Thr Ser Pro Ser Leu Ala Leu Ala Val 
435 440 445 



He Arg Val Asn Ala Ser Asn Phe Asn Thr Thr Thr Phe Ala Ala Gin 
450 455 460 



Asp Pro Ala Asn Leu Gin Val Ser Leu Glu Ala Gin Ala Pro Lys Asn 
465 470 475 480 



Ser He Gly Ala He Thr Leu Pro Ser Ser Leu Met Ser Asn Leu Pro 
485 490 495 
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Ala Ser Glu Val Glu Leu Ala Ser Arg Val Gin Phe Asn Phe Phe Glu 
500 505 510 



Thr Pro Ala Leu Phe Gin Asp Pro Ser Leu Glu Asn Leu Ser Leu lie 
515 520 525 



Ser Tyr Val He Ser Ser Ser Val Thr Asn Met Thr He Lys Asn Leu 
530 535 540 



Thr Arg Asn Val Thr Val Ala Leu Lys His He Asn Pro Ser Gin Asp 
545 550 555 560 



Asp Leu Thr Val Lys Cys Val Phe Trp Asp Leu Asn Arg Asn Gly Gly 
565 570 575 



Arg Gly Gly Trp Ser Ser Asp Gly Cys Ser Val Lys Glu Lys Arg Met 
580 585 590 



Asn Glu Thr He Cys Thr Cys Ser His Leu Thr Ser Phe Gly He Leu 
595 600 605 



Leu Asp Leu Ser Arg Thr Ser Leu Pro Pro Ser Gin Met Met Ala Leu 
610 615 620 



Thr Phe He Thr Tyr He Gly Cys Gly Leu Ser Ser He Phe Leu Ser 
625 630 635 640 



Val Thr Leu Val Thr Tyr He Ala Phe Glu Lys He Arg Arg Asp Tyr 
645 650 655 



Pro Ser Lys He Leu He Gin Leu Cys Ala Ala Leu Leu Leu Leu Asn 
660 665 670 



Leu Val Phe Leu Leu Asp Ser Trp He Ala Leu Tyr Asn Ala Arg Gly 
675 680 685 



Phe Cys He Ser Val Ala Val Phe Leu His Tyr Phe Leu Leu Val Ser 
690 695 700 



Phe Thr Trp Met Gly Leu Glu Ala Phe His Met Tyr Leu Ala Leu Val 
705 710 715 720 



Lys Val Phe Asn Thr Tyr He Arg Lys Tyr He Leu Lys Phe Cys He 



725 730 735 



Val Gly Trp Gly lie Pro Ala Val Val Val Ser lie Val Leu Thr lie 
740 745 750 



Ser Pro Asp Asn Tyr Gly lie Gly Ser Tyr Gly Lys Phe Pro Asn Gly 
755 760 765 



Thr Pro Asp Asp Phe Cys Trp lie Asn Ser Ser Val Val Phe Tyr lie 
770 775 780 



Thr Val Val Gly Tyr Phe Cys Val lie Phe Leu Leu Asn Val Ser Met 
785 790 795 800 



Phe lie Val Val Leu Val Gin Leu Cys Arg lie Lys Lys Lys Lys Gin 
805 810 815 



Leu Gly Ala Gin Arg Lys Thr Ser lie Gin Asp Leu Arg Ser He Ala 
820 825 830 



Gly Leu Thr Phe Leu Leu Gly He Thr Trp Gly Phe Ala Phe Phe Ala 
835 840 845 



Trp Gly Pro Val Asn Leu Thr Phe Met Tyr Leu Phe Ala He Phe Asn 
850 855 860 



Thr Leu Gin Gly Phe Phe He Phe He Phe Tyr Cys Ala Ala Lys Glu 
865 870 875 880 



Asn Val Arg Lys Gin Trp Arg Arg Tyr Leu Cys Cys Gly Lys Leu Arg 
885 890 895 



Leu Ala Glu Asn Ser Asp Trp Ser Lys Thr Ala Thr Asn Gly Leu Lys 
900 905 910 



Lys Gin Thr Val Asn Gin Gly Val Ser Ser Ser Ser Asn Ser Leu Gin 
915 920 925 



Ser Ser Cys Asn Ser Thr Asn Ser Thr Thr Leu Leu Val Asn Ser Asp 
930 935 940 



Cys Ser Val His Ala Ser Gly Asn Gly Asn Ala Ser Thr Glu Arg Asn 
945 950 955 960 
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Gly Val Ser Phe Ser Val Gin Asn Gly Asp Val Cys Leu His Asp Leu 
965 970 975 

Thr Gly Lys Gin His Met Phe Ser Asp Lys Glu Asp Ser Cys Asn Gly 
980 985 990 

Lys Ser Arg Met Ala Leu Arg Arg Thr Ser Lys Arg Gly Ser Leu His 
995 1000 1005 

Phe He Glu Gin Met 
1010 

<210> 33 

<211> 4612 

<212> DNA 

<213> Homo sapiens 



<400> 33 



cgggagcggc 


gggggcggcg 


ccgaggccgc 


gggcgggggg 


aggagggccg 


cagccccgga 


60 


gaggggaaaa 


ggcgggccgg 


acggcgccag 


cagccagccc 


gaggacgcga 


gcggcaggtg 


120 


tgcacagagg 


ttctccactt 


tgttttctga 


actcgcggtc 


aggatggttt 


tctctgtcag 


180 


gcagtgtggc 


catgttggca 


gaactgaaga 


agttttactg 


acgttcaaga 


tattccttgt 


240 


catcatttgt 


cttcatgtcg 


ttctggtaac 


atccctggaa 


gaagatactg 


ataattccag 


300 


tttgtcacca 


ccacctgcta 


aattatctgt 


tgtcagtttt 


gccccctcct 


ccaatggtac 


360 


tccagaggtt 


gaaacaacaa 


gcctcaatga 


tgttacttta 


agcttactcc 


cttcaaacga 


420 


aacagaaaaa 


actaaaatca 


ctatagtaaa 


aaccttcaat 


gcttcaggcg 


tcaaacccca 


480 


gagaaatatc 


tgcaatttgt 


catctatttg 


caatgactca 


gcatttttta 


gaggtgagat 


540 


catgtttcaa 


tatgataaag 


aaagcactgt 


tccccagaat 


caacatataa 


cgaatggcac 


600 


cttaactgga 


gtcctgtctc 


taagtgaatt 


aaaacgctca 


gagctcaaca 


aaaccctgca 


660 


aaccctaagt 


gagacttact 


ttataatgtg 


tgctacagca 


gaggcccaaa 


gcacattaaa 


720 


ttgtacattc 


acaataaaac 


tgaataatac 


aatgaatgca 


tgtgctgcaa 


tagccgcttt 


780 


ggaaagagta 


aagattcgac 


caatggaaca 


ctgctgctgt 


tctgtcagga 


taccctgccc 


840 


ttcctcccca 


gaagagttgg 


gaaagcttca 


gtgtgacctg 


caggatccca 


ttgtctgtct 


900 


tgctgaccat 


ccacgtggcc 


caccattttc 


ttccagccaa 


tccatcccag 


tggtgcctcg 


960 


ggccactgtg 


ctttcccagg 


tccccaaagc 


tacctctttt 


gctgagcctc 


cagattattc 


1020 
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acctgtgacc 


cacaatgttc 


cctctccaat 


aggggagatt 


caaccccttt 


caccccagcc 


1080 


ttcagctccc 


atagcttcca 


gccctgccat 


tgacatgccc 


ccacagtctg 


aaacgatctc 


1140 


ttcccctatg 


ccccaaaccc 


atgtctccgg 


caccccacct 


cctgtgaaag 


cctcattttc 


1200 


ctctcccacc 


gtgtctgccc 


ctgcgaatgt 


caacactacc 


agcgcacctc 


ctgtccagac 


1260 


aaacat cat c 


aacaccagca 


gtatttctga 


tcttgagaac 


caagtgttgc 


agatggaqaa 


1320 


rractct atcc 


titigggcagcc 


tggagcctaa 


cctcgcagga 


gaaatgatca 


accaagtcag 


1380 


cagactcctt 


cattccccgc 


ctgacatgct 


ggcccctctg 


gctcaaagat 


tgctgaaagt 


1440 


acrt crcrataac 

wi^^ ^ ^ *^ \^ %iA V*^ 


attggcctac 


agctgaactt 


ttcaaacacg 


actataagtc 


taacctcccc 


1500 


ttctttaact 


ct ggct gtga 


tcagagtgaa 


tgccagtagt 


ttcaacacaa 


ctacctttgt 


1560 


^ U SmIT VmIP ^ O 


cct gcaaatc 


ttcaggtt tc 


tctggaaacc 


caagctcctg 


agaacagtat 


1620 


V> *>J ViiiT M V> O 


actcttcctt 


catcgctgat 


gaataattta 


ccagctcatg 


acatggagct 


1680 




a1"tcacrttca 


atttttttga 


aacacctgct 


ttgtttcagg 


atccttccct 


1740 


d era era a c c t c 


tctctQatca 


gctacgtcat 


atcatcgagt 


gttgcaaacc 


tgaccgtcag 


1800 


craactt Cf aca 


aaaaaccrtaa 


cagtcacatt 


aaagcacatc 


aacccgagcc 


aqqatqaqtt 


1860 


a a r- a (71" Ctaria 
a CL^>^ ci>^ v> ^ ci a 


tatatatttt 


gggacttggg 


cagaaatggt 


aacaaacraacr 


qctqqtcaqa 

3^^33 ^ 3 


1920 


caatggctgc 


tctgtcaaag 


acaggagat t 


gaatgaaacc 


atctgtacct 


gtagccatct 


1980 


aacaagcttc 


ggcgttctgc 


t ggacct at c 


taggacatct 


Qtqctqcctq 


ctcaaatgat 


2040 


u u ^ v> a w 


t tcattacat 


at attggttg 


tgggctttca 


tcaatttttc 


tgtcagtgac 


2100 


tct tcrt aacc 


tacataactt 


ttgaaaagat 


cccrciaaQQat 


tacccttcca 


aaatcctcat 


2160 


rr* a crc t a t CT t 


gctgctctgc 


ttctgctgaa 


cctggtcttc 


ctcctggact 


cqtqqattqc 

^3 33^ ■'y-^ 


2220 


tctatataaa 


atgcaaggcc 


tctgcatctc 


acrtaactata 


tttcttcatt 


attttctctt 


2280 


rrnl" nl" catt c 


acat crcratacr 

Ci Ci C Ci w ^ 


gcctagaagc 


attccatatg 


tacctggccc 


ttgtcaaagt 


2340 


atttaatact 


tacatccgaa 


aatacatcct 


taaattctgc 


attgtcggtt 


ggggggtacc 


2400 


agctgtggtt 


gtgaccatca 


tcctgactat 


atccccagat 


aactatgggc 


ttggatccta 


2460 


tgggaaattc 


cccaatggtt 


caccggatga 


cttctgctgg 


atcaacaaca 


atgcagtatt 


2520 


ctacattacg 


gtggtgggat 


atttctgtgt 


gatatttttg 


ctgaacgtca 


gcatgttcat 


2580 


tgtggtcctg 


gttcagctct 


gtcgaattaa 


aaagaagaag 


caactgggag 


cccagcgaaa 


2640 


aaccagtatt 


caagacctca 


ggagtatcgc 


tggccttaca 


tttttactgg 


gaataacttg 


2700 




gggctttgcc 


ttctttgcct 


ggggaccagt 


taacgtgacc 


ttcatgtatc 


tgtttgccat 


2760 


ctttaatacc 


ttacaaggat 


ttttcatatt 


catcttttac 


tgtgtggcca 


aagaaaatgt 


2820 


caggaagcaa 


tggaggcggt 


atctttgttg 


tggaaagtta 


cggctggctg 


aaaattctgg 


2880 


aaatgcttct 


acagagagga 


atggggtctc 


ttttagtgtt 


cagaatggag 


atgtgtgcct 


2940 


tcacgatttc 


actggaaaac 


agcacatgtt 


taacgagaag 


gaagattcct 


gcaatgggaa 


3000 


aggccgtatg 


gctctcagaa 


ggacttcaaa 


gcggggaagc 


ttacacttta 


ttgagcaaat 


3060 


gtgattcctt 


tcttctaaaa 


tcaaagcatg 


atgcttgaca 


gtgtgaaatg 


tccaatttta 


3120 


ccttttacac 


aatgtgagat 


gtatgaaaat 


caactcattt 


tattctcggc 


aacatctgga 


3180 


gaagcataag 


ctaattaagg 


gcgatgatta 


ttattacaag 


aagaaaccaa 


gacattacac 


3240 


catggttttt 


agacatttct 


gatttggttt 


cttatctttc 


attttataag 


aaggttggtt 


3300 


ttaaacaata 


cactaagaat 


gactcctata 


aagaaaacaa 


aaaaaggtag 


tgaactttca 


3360 


gctacctttt 


aaagaggcta 


agttatcttt 


gataacatca 


tataaagcaa 


ctgttgactt 


3420 


cagcctgttg 


gtgagtttag 


ttgtgcatgc 


ctttgttgta 


tataagctaa 


attctagtga 


3480 


cccatgtgtc 


aaaaatctta 


cttctacatt 


tttttgtatt 


tattttctac 


tgtgtaaatg 


3540 


tattcctttg 


tagaatcatg 


gttgttttgt 


ctcacgtgat 


aattcagaaa 


atccttgctc 


3600 


gttccgcaaa 


tcctaaagct 


ccttttggag 


atgatatagg 


atgtgaaata 


cagaaacctc 


3660 


agtgaaatca 


agaaataatg 


atcccagcca 


gactgagaaa 


atgtaagcag 


acagtgccac 


3720 


agttagctca 


tacagtgcct 


ttgagcaagt 


taggaaaaga 


tgcccccact 


gggcagacac 


3780 


agccctatgg 


gtcatggttt 


gacaaacaga 


gtgagagacc 


atattttagc 


cccactcacc 


3840 


ctcttgggtg 


cacgacctgt 


acagccaaac 


acagcatcca 


atatgaatac 


ccatcccctg 


3900 


accgcatccc 


cagtagtcag 


attatagaat 


ctgcaccaag 


atgtttagct 


ttataccttg 


3960 


gccacagaga 


gggatgaact 


gtcatccaga 


ccatgtgtca 


ggaaaattgt 


gaacgtagat 


4020 


gaggtacata 


cactgccgct 


tctcaaatcc 


ccagagcctt 


taggaacagg 


agagtagact 


4080 


aggattcctt 


ctcttaaaaa 


ggtacatata 


tatggaaaaa 


aatcatattg 


ccgttcttta 


4140 


aaaggcaact 


gcatggtaca 


ttgttgattg 


ttatgactgg 


tacactctgg 


cccagccaga 


4200 


gctataattg 


ttttttaaat 


gtgtcttgaa 


gaatgcacag 


tgacaagggg 


agtagctatt 


4260 


gggaacaggg 


aactgtccta 


cactgctatt 


gttgctacat 


gtatcgagcc 


ttgattgctc 


4320 


ctagttatat 


acagggtcta 


tcttgcttcc 


tacctacatc 


tgcttgagca 


gtgcctcaag 


4380 


tacatcctta 


ttaggaacat 


ttcaaacccc 


ttttagttaa 


gtctttcact 


aaggttctct 


4440 



tgcatatatt tcaagtgaat gttggatctc agactaacca tagtaataat acacatttct 4 500 
gtgagtgctg acttgtcttt gcaatatttc ttttctgatt tatttaattt tcttgtattt 4 560 
atatgttaaa atcaaaaatg ttaaaatcaa tgaaataaat ttgcagttaa ga 4 612 

<210> 34 

<211> 966 

<212> PRT 

<213> Homo sapiens 

<400> 34 

Met Val Phe Ser Val Arg Gin Cys Gly His Val Gly Arg Thr Glu Glu 
15 10 15 

Val Leu Leu Thr Phe Lys lie Phe Leu Val lie lie Cys Leu His Val 
20 25 30 



Val Leu Val Thr Ser Leu Glu Glu Asp Thr Asp Asn Ser Ser Leu Ser 
35 40 45 



Pro Pro Pro Ala Lys Leu Ser Val Val Ser Phe Ala Pro Ser Ser Asn 
50 55 60 



Gly Thr Pro Glu Val Glu Thr Thr Ser Leu Asn Asp Val Thr Leu Ser 
65 70 75 80 



Leu Leu Pro Ser Asn Glu Thr Glu Lys Thr Lys lie Thr lie Val Lys 
85 90 95 



Thr Phe Asn Ala Ser Gly Val Lys Pro Gin Arg Asn lie Cys Asn Leu 
100 105 110 



Ser Ser lie Cys Asn Asp Ser Ala Phe Phe Arg Gly Glu lie Met Phe 
115 120 125 



Gin Tyr Asp Lys Glu Ser Thr Val Pro Gin Asn Gin His lie Thr Asn 
130 135 140 



Gly Thr Leu Thr Gly Val Leu Ser Leu Ser Glu Leu Lys Arg Ser Glu 
145 150 155 160 



Leu Asn Lys Thr Leu Gin Thr Leu Ser Glu Thr Tyr Phe lie Met Cys 
165 170 175 
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Ala Thr Ala Glu Ala Gin Ser Thr Leu Asn Cys Thr Phe Thr lie Lys 
180 185 190 



Leu Asn Asn Thr Met Asn Ala Cys Ala Ala lie Ala Ala Leu Glu Arg 
195 200 205 



Val Lys lie Arg Pro Met Glu His Cys Cys Cys Ser Val Arg lie Pro 
210 215 220 



Cys Pro Ser Ser Pro Glu Glu Leu Gly Lys Leu Gin Cys Asp Leu Gin 
225 230 235 240 



Asp Pro lie Val Cys Leu Ala Asp His Pro Arg Gly Pro Pro Phe Ser 
245 250 255 



Ser Ser Gin Ser lie Pro Val Val Pro Arg Ala Thr Val Leu Ser Gin 
260 265 270 



Val Pro Lys Ala Thr Ser Phe Ala Glu Pro Pro Asp Tyr Ser Pro Val 
275 280 285 



Thr His Asn Val Pro Ser Pro lie Gly Glu lie Gin Pro Leu Ser Pro 
290 295 300 



Gin Pro Ser Ala Pro lie Ala Ser Ser Pro Ala lie Asp Met Pro Pro 
305 310 315 320 



Gin Ser Glu Thr lie Ser Ser Pro Met Pro Gin Thr His Val Ser Gly 
325 330 335 



Thr Pro Pro Pro Val Lys Ala Ser Phe Ser Ser Pro Thr Val Ser Ala 
340 345 350 



Pro Ala Asn Val Asn Thr Thr Ser Ala Pro Pro Val Gin Thr Asp lie 
355 360 - 365 



Val Asn Thr Ser Ser lie Ser Asp Leu Glu Asn Gin Val Leu Gin Met 
370 375 380 



Glu Lys Ala Leu Ser Leu Gly Ser Leu Glu Pro Asn Leu Ala Gly Glu 
385 390 395 400 
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Met lie Asn Gin Val Ser Arg Leu Leu His Ser Pro Pro Asp Met Leu 
405 410 415 



Ala Pro Leu Ala Gin Arg Leu Leu Lys Val Val Asp Asp lie Gly Leu 
420 425 430 



Gin Leu Asn Phe Ser Asn Thr Thr lie Ser Leu Thr Ser Pro Ser Leu 
435 440 445 



Ala Leu Ala Val lie Arg Val Asn Ala Ser Ser Phe Asn Thr Thr Thr 
450 455 460 



Phe Val Ala Gin Asp Pro Ala Asn Leu Gin Val Ser Leu Glu Thr Gin 
465 470 475 480 



Ala Pro Glu Asn Ser lie Gly Thr lie Thr Leu Pro Ser Ser Leu Met 
485 490 495 



Asn Asn Leu Pro Ala His Asp Met Glu Leu Ala Ser Arg Val Gin Phe 
500 505 510 



Asn Phe Phe Glu Thr Pro Ala Leu Phe Gin Asp Pro Ser Leu Glu Asn 
515 520 525 



Leu Ser Leu He Ser Tyr Val He Ser Ser Ser Val Ala Asn Leu Thr 
530 535 540 



Val Arg Asn Leu Thr Arg Asn Val Thr Val Thr Leu Lys His He Asn 
545 550 555 560 



Pro Ser Gin Asp Glu Leu Thr Val Arg Cys Val Phe Trp Asp Leu Gly 
565 570 575 



Arg Asn Gly Gly Arg Gly Gly Trp Ser Asp Asn Gly Cys Ser Val Lys 
580 585 590 



Asp Arg Arg Leu Asn Glu Thr He Cys Thr Cys Ser His Leu Thr Ser 
595 600 605 



Phe Gly Val Leu Leu Asp Leu Ser Arg Thr Ser Val Leu Pro Ala Gin 
610 615 620 
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Met Met Ala Leu Thr Phe lie Thr Tyr lie Gly Cys Gly Leu Ser Ser 
625 630 635 640 



lie Phe Leu Ser Val Thr Leu Val Thr Tyr lie Ala Phe Glu Lys lie 
645 650 655 



Arg Arg Asp Tyr Pro Ser Lys lie Leu lie Gin Leu Cys Ala Ala Leu 
660 665 670 



Leu Leu Leu Asn Leu Val Phe Leu Leu Asp Ser Trp lie Ala Leu Tyr 
675 680 685 



Lys Met Gin Gly Leu Cys lie Ser Val Ala Val Phe Leu His Tyr Phe 
690 695 700 



Leu Leu Val Ser Phe Thr Trp Met Gly Leu Glu Ala Phe His Met Tyr 
705 710 715 720 



Leu Ala Leu Val Lys Val Phe Asn Thr Tyr lie Arg Lys Tyr lie Leu 
725 730 735 



Lys Phe Cys lie Val Gly Trp Gly Val Pro Ala Val Val Val Thr lie 
740 745 750 



lie Leu Thr lie Ser Pro Asp Asn Tyr Gly Leu Gly Ser Tyr Gly Lys 
755 760 765 



Phe Pro Asn Gly Ser Pro Asp Asp Phe Cys Trp lie Asn Asn Asn Ala 
770 775 780 



Val Phe Tyr lie Thr Val Val Gly Tyr Phe Cys Val lie Phe Leu Leu 
785 790 795 800 



Asn Val Ser Met Phe lie Val Val Leu Val Gin Leu Cys Arg lie Lys 
805 810 815 



Lys Lys Lys Gin Leu Gly Ala Gin Arg Lys Thr Ser lie Gin Asp Leu 
820 825 830 



Arg Ser lie Ala Gly Leu Thr Phe Leu Leu Gly lie Thr Trp Gly Phe 
835 840 845 



Ala Phe Phe Ala Trp Gly Pro Val Asn Val Thr Phe Met Tyr Leu Phe 



# • 



850 855 860 



Ala lie Phe Asn Thr Leu Gin Gly Phe Phe lie Phe He Phe Tyr Cys 
865 870 875 880 



Val Ala Lys Glu Asn Val Arg Lys Gin Trp Arg Arg Tyr Leu Cys Cys 
885 890 895 



Gly Lys Leu Arg Leu Ala Glu Asn Ser Gly Asn Ala Ser Thr Glu Arg 
900 905 910 



Asn Gly Val Ser Phe Ser Val Gin Asn Gly Asp Val Cys Leu His Asp 
915 920 925 



Phe Thr Gly Lys Gin His Met Phe Asn Glu Lys Glu Asp Ser Cys Asn 
930 935 940 



Gly Lys Gly Arg Met Ala Leu Arg Arg Thr Ser Lys Arg Gly Ser Leu 
945 950 955 960 



His Phe He Glu Gin Met 
965 



<210> 35 

<211> 1020 

<212> PRT 

<213> Homo sapiens 

<400> 35 

Gly Ser Gly Gly Gly Gly Ala Glu Ala Ala Gly Gly Gly Arg Arg Ala 
15 10 15 



Ala Ala Pro Glu Arg Gly Lys Gly Gly Pro Asp Gly Ala Ser Ser Gin 
20 25 30 



Pro Glu Asp Ala Ser Gly Arg Cys Ala Gin Arg Phe Ser Thr Leu Phe 
35 40 45 



Ser Glu Leu Ala Val Arg Met Val Phe Ser Val Arg Gin Cys Gly His 
50 55 60 



Val Gly Arg Thr Glu Glu Val Leu Leu Thr Phe Lys He Phe Leu Val 
65 70 75 80 



lie lie Cys Leu His Val Val Leu Val Thr Ser Leu Glu Glu Asp Thr 
85 90 95 



Asp Asn Ser Ser Leu Ser Pro Pro Pro Ala Lys Leu Ser Val Val Ser 
100 105 110 



Phe Ala Pro Ser Ser Asn Gly Thr Pro Glu Val Glu Thr Thr Ser Leu 
115 120 125 



Asn Asp Val Thr Leu Ser Leu Leu Pro Ser Asn Glu Thr Glu Lys Thr 
130 135 140 



Lys lie Thr lie Val Lys Thr Phe Asn Ala Ser Gly Val Lys Pro Gin 
145 150 155 160 



Arg Asn lie Cys Asn Leu Ser Ser lie Cys Asn Asp Ser Ala Phe Phe 
165 170 175 



Arg Gly Glu lie Met Phe Gin Tyr Asp Lys Glu Ser Thr Val Pro Gin 
180 185 190 



Asn Gin His lie Thr Asn Gly Thr Leu Thr Gly Val Leu Ser Leu Ser 
195 200 205 



Glu Leu Lys Arg Ser Glu Leu Asn Lys Thr Leu Gin Thr Leu Ser Glu 
210 215 220 



Thr Tyr Phe lie Met Cys Ala Thr Ala Glu Ala Gin Ser Thr Leu Asn 
225 230 235 240 



Cys Thr Phe Thr lie Lys Leu Asn Asn Thr Met Asn Ala Cys Ala Ala 
245 250 255 



lie Ala Ala Leu Glu Arg Val Lys lie Arg Pro Met Glu His Cys Cys 
260 265 270 



Cys Ser Val Arg lie Pro Cys Pro Ser Ser Pro Glu Glu Leu Gly Lys 
275 280 285 



Leu Gin Cys Asp Leu Gin Asp Pro lie Val Cys Leu Ala Asp His Pro 
290 295 300 
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Arg Gly Pro Pro Phe Ser Ser Ser Gin Ser lie Pro Val Val Pro Arg 
305 310 315 320 



Ala Thr Val Leu Ser Gin Val Pro Lys Ala Thr Ser Phe Ala Glu Pro 
325 330 335 



Pro Asp Tyr Ser Pro Val Thr His Asn Val Pro Ser Pro lie Gly Glu 
340 345 350 



lie Gin Pro Leu Ser Pro Gin Pro Ser Ala Pro lie Ala Ser Ser Pro 
355 360 365 



Ala lie Asp Met Pro Pro Gin Ser Glu Thr lie Ser Ser Pro Met Pro 
370 375 380 



Gin Thr His Val Ser Gly Thr Pro Pro Pro Val Lys Ala Ser Phe Ser 
385 390 395 400 



Ser Pro Thr Val Ser Ala Pro Ala Asn Val Asn Thr Thr Ser Ala Pro 
405 410 415 



Pro Val Gin Thr Asp lie Val Asn Thr Ser Ser lie Ser Asp Leu Glu 
420 425 430 



Asn Gin Val Leu Gin Met Glu Lys Ala Leu Ser Leu Gly Ser Leu Glu 
435 440 445 



Pro Asn Leu Ala Gly Glu Met lie Asn Gin Val Ser Arg Leu Leu His 
450 455 460 



Ser Pro Pro Asp Met Leu Ala Pro Leu Ala Gin Arg Leu Leu Lys Val 
465 470 475 480 



Val Asp Asp lie Gly Leu Gin Leu Asn Phe Ser Asn Thr Thr lie Ser 
485 490 495 



Leu Thr Ser Pro Ser Leu Ala Leu Ala Val lie Arg Val Asn Ala Ser 
500 505 510 



Ser Phe Asn Thr Thr Thr Phe Val Ala Gin Asp Pro Ala Asn Leu Gin 
515 520 525 



Val Ser Leu Glu Thr Gin Ala Pro Glu Asn Ser lie Gly Thr lie Thr 



530 535 540 



Leu Pro Ser Ser Leu Met Asn Asn Leu Pro Ala His Asp Met Glu Leu 
545 550 555 560 



Ala Ser Arg Val Gin Phe Asn Phe Phe Glu Thr Pro Ala Leu Phe Gin 
565 570 575 



Asp Pro Ser Leu Glu Asn Leu Ser Leu lie Ser Tyr Val lie Ser Ser 
580 585 590 



Ser Val Ala Asn Leu Thr Val Arg Asn Leu Thr Arg Asn Val Thr Val 
595 600 605 



Thr Leu Lys His lie Asn Pro Ser Gin Asp Glu Leu Thr Val Arg Cys 
610 615 620 



Val Phe Trp Asp Leu Gly Arg Asn Gly Gly Arg Gly Gly Trp Ser Asp 
625 630 635 640 



Asn Gly Cys Ser Val Lys Asp Arg Arg Leu Asn Glu Thr lie Cys Thr 
645 650 655 



Cys Ser His Leu Thr Ser Phe Gly Val Leu Leu Asp Leu Ser Arg Thr 
660 665 670 



Ser Val Leu Pro Ala Gin Met Met Ala Leu Thr Phe lie Thr Tyr lie 
675 680 685 



Gly Cys Gly Leu Ser Ser lie Phe Leu Ser Val Thr Leu Val Thr Tyr 
690 695 700 



lie Ala Phe Glu Lys lie Arg Arg Asp Tyr Pro Ser Lys lie Leu lie 
705 710 715 720 



Gin Leu Cys Ala Ala Leu Leu Leu Leu Asn Leu Val Phe Leu Leu Asp 
725 730 735 



Ser Trp lie Ala Leu Tyr Lys Met Gin Gly Leu Cys lie Ser Val Ala 
740 745 750 



Val Phe Leu His Tyr Phe Leu Leu Val Ser Phe Thr Trp Met Gly Leu 
755 760 765 
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Glu Ala Phe His Met Tyr Leu Ala Leu Val Lys Val Phe Asn Thr Tyr 
770 775 780 



lie Arg Lys Tyr lie Leu Lys Phe Cys lie Val Gly Trp Gly Val Pro 
785 790 795 800 



Ala Val Val Val Thr lie lie Leu Thr lie Ser Pro Asp Asn Tyr Gly 
805 810 815 



Leu Gly Ser Tyr Gly Lys Phe Pro Asn Gly Ser Pro Asp Asp Phe Cys 
820 825 830 



Trp lie Asn Asn Asn Ala Val Phe Tyr lie Thr Val Val Gly Tyr Phe 
835 840 845 



Cys Val lie Phe Leu Leu Asn Val Ser Met Phe lie Val Val Leu Val 
850 855 860 



Gin Leu Cys Arg lie Lys Lys Lys Lys Gin Leu Gly Ala Gin Arg Lys 
865 870 875 880 



Thr Ser lie Gin Asp Leu Arg Ser lie Ala Gly Leu Thr Phe Leu Leu 
885 890 895 



Gly lie Thr Trp Gly Phe Ala Phe Phe Ala Trp Gly Pro Val Asn Val 
900 905 910 



Thr Phe Met Tyr Leu Phe Ala lie Phe Asn Thr Leu Gin Gly Phe Phe 
915 920 925 



lie Phe lie' Phe Tyr Cys Val Ala Lys Glu Asn Val Arg Lys Gin Trp 
930 935 940 



Arg Arg Tyr Leu Cys Cys Gly Lys Leu Arg Leu Ala Glu Asn Ser Gly 
945 950 955 960 



Asn Ala Ser Thr Glu Arg Asn Gly Val Ser Phe Ser Val Gin Asn Gly 
965 970 975 



Asp Val Cys Leu His Asp Phe Thr Gly Lys Gin His Met Phe Asn Glu 
980 985 990 
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Lys Glu Asp Ser Cys Asn Gly Lys Gly Arg Met Ala Leu Arg Arg Thr 
995 1000 1005 



Ser Lys Arg Gly Ser Leu His Phe lie Glu Gin Met 
1010 1015 1020 



<210> 36 

<211> 1033 

<212> PRT 

<213> Homo sapiens 

<400> 36 

Gly Ser Gly Gly Gly Gly Ala Glu Ala Ala Gly Gly Gly Arg Arg Ala 
15 10 15 



Ala Ala Pro Glu Arg Gly Lys Gly Gly Pro Asp Gly Ala Ser Ser Gin 
20 25 30 



Pro Glu Asp Ala Ser Gly Arg Cys Ala Gin Arg Phe Ser Thr Leu Phe 
35 40 45 



Ser Glu Leu Ala Val Arg Met Val Phe Ser Val Arg Gin Cys Gly His 
50 55 60 



Val Gly Arg Thr Glu Glu Val Leu Leu Thr Phe Lys lie Phe Leu Val 
65 70 75 80 



lie lie Cys Leu His Val Val Leu Val Thr Ser Leu Glu Glu Asp Thr 
85 90 95 



Asp Asn Ser Ser Leu Ser Pro Pro Pro Asp Val Thr Leu Ser Leu Leu 
100 105 110 



Pro Ser Asn Glu Thr Gly Val Lys Pro Gin Arg Asn lie Cys Asn Leu 
115 120 125 



Ser Ser lie Cys Asn Asp Ser Ala Phe Phe Arg Gly Glu lie Met Phe 
130 135 140 



Gin Tyr Asp Lys Glu Ser Thr Val Pro Gin Asn Gin His lie Thr Asn 
145 150 155 160 



Gly Thr Leu Thr Gly Val Leu Ser Leu Ser Glu Leu Lys Arg Ser Glu 
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165 170 175 



Leu Asn Lys Thr Leu Gin Thr Leu Ser Glu Thr Tyr Phe lie Met Cys 
180 185 190 



Ala Thr Ala Glu Ala Gin Ser Thr Leu Asn Cys Thr Phe Thr lie Lys 
195 200 205 



Leu Asn Asn Thr Met Asn Ala Cys Ala Ala lie Ala Ala Leu Glu Arg 
210 215 220 



Val Lys lie Arg Pro Met Glu His Cys Cys Cys Ser Val Arg lie Pro 
225 230 235 240 



Cys Pro Ser Ser Pro Glu Glu Leu Gly Lys Leu Gin Cys Asp Leu Gin 
245 250 255 



Asp Pro lie Val Cys Leu Ala Asp His Pro Arg Gly Pro Pro Phe Ser 
260 265 270 



Ser Ser Gin Ser lie Pro Val Val Pro Arg Ala Thr Val Leu Ser Gin 
275 280 285 



Val Pro Lys Ala Thr Ser Phe Ala Glu Pro Pro Asp Tyr Ser Pro Val 
290 295 300 



Thr His Asn Val Pro Ser Pro lie Gly Glu lie Gin Pro Leu Ser Pro 
305 310 315 320 



Gin Pro Ser Ala Pro lie Ala Ser Ser Pro Ala lie Asp Met Pro Pro 
325 330 335 



Gin Ser Glu Thr lie Ser Ser Pro Met Pro Gin Thr His Val Ser Gly 
340 345 350 



Thr Pro Pro Pro Val Lys Ala Ser Phe Ser Ser Pro Thr Val Ser Ala 
355 360 365 



Pro Ala Asn Val Asn Thr Thr Ser Ala Pro Pro Val Gin Thr Asp lie 
370 375 380 



Val Asn Thr Ser Ser lie Ser Asp Leu Glu Asn Gin Val Leu Gin Met 
385 390 395 400 
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Glu Lys Ala Leu Ser Leu Gly Ser Leu Glu Pro Asn Leu Ala Gly Glu 
405 410 415 



Met lie Asn Gin Val Ser Arg Leu Leu His Ser Pro Pro Asp Met Leu 
420 425 430 



Ala Pro Leu Ala Gin Arg Leu Leu Lys Val Val Asp Asp lie Gly Leu 
435 440 445 



Gin Leu Asn Phe Ser Asn Thr Thr lie Ser Leu Thr Ser Pro Ser Leu 
450 455 460 



Ala Leu Ala Val lie Arg Val Asn Ala Ser Ser Phe Asn Thr Thr Thr 
465 470 475 480 



Phe Val Ala Gin Asp Pro Ala Asn Leu Gin Val Ser Leu Glu Thr Gin 
485 490 495 



Ala Pro Glu Asn Ser He Gly Thr He Thr Leu Pro Ser Ser Leu Met 
500 505 510 



Asn Asn Leu Pro Ala His Asp Met Glu Leu Ala Ser Arg Val Gin Phe 
515 520 525 



Asn Phe Phe Glu Thr Pro Ala Leu Phe Gin Asp Pro Ser Leu Glu Asn 
530 535 540 



Leu Ser Leu He Ser Tyr Val He Ser Ser Ser Val Ala Asn Leu Thr 
545 550 555 560 



Val Arg Asn Leu Thr Arg Asn Val Thr Val Thr Leu Lys His He Asn 
565 570 575 



Pro Ser Gin Asp Glu Leu Thr Val Arg Cys Val Phe Trp Asp Leu Gly 
580 585 590 



Arg Asn Gly Gly Arg Gly Gly Trp Ser Asp Asn Gly Cys Ser Val Lys 
595 600 605 



Asp Arg Arg Leu Asn Glu Thr He Cys Thr Cys Ser His Leu Thr Ser 
610 615 620 
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Phe Gly Val Leu Leu Asp Leu Ser Arg Thr Ser Val Leu Pro Ala Gin 
625 630 635 640 



Met Met Ala Leu Thr Phe lie Thr Tyr lie Gly Cys Gly Leu Ser Ser 
645 650 655 



lie Phe Leu Ser Val Thr Leu Val Thr Tyr lie Ala Phe Glu Lys lie 
660 665 670 



Arg Arg Asp Tyr Pro Ser Lys lie Leu lie Gin Leu Cys Ala Ala Leu 
675 680 685 



Leu Leu Leu Asn Leu Val Phe Leu Leu Asp Ser Trp lie Ala Leu Tyr 
690 695 700 



Lys Met Gin Gly Leu Cys lie Ser Val Ala Val Phe Leu His Tyr Phe 
705 710 715 720 



Leu Leu Val Ser Phe Thr Trp Met Gly Leu Glu Ala Phe His Met Tyr 
725 730 735 



Leu Ala Leu Val Lys Val Phe Asn Thr Tyr lie Arg Lys Tyr lie Leu 
740 745 750 



Lys Phe Cys lie Val Gly Trp Gly Val Pro Ala Val Val Val Thr lie 
755 760 765 



lie Leu Thr lie Ser Pro Asp Asn Tyr Gly Leu Gly Ser Tyr Gly Lys 
770 775 780 



Phe Pro Asn Gly Ser Pro Asp Asp Phe Cys Trp lie Asn Asn Asn Ala 
785 790 795 800 



Val Phe Tyr lie Thr Val Val Gly Tyr Phe Cys Val lie Phe Leu Leu 
805 810 815 



Asn Val Ser Met Phe lie Val Val Leu Val Gin Leu Cys Arg lie Lys 
820 825 830 



Lys Lys Lys Gin Leu Gly Ala Gin Arg Lys Thr Ser lie Gin Asp Leu 
835 840 845 



Arg Ser lie Ala Gly Leu Thr Phe Leu Leu Gly lie Thr Trp Gly Phe 
850 855 860 



Ala Phe Phe Ala Trp Gly Pro Val Asn Val Thr Phe Met Tyr Leu Phe 
865 870 875 880 



Ala lie Phe Asn Thr Leu Gin Gly Phe Phe lie Phe lie Phe Tyr Cys 
885 890 895 



Val Ala Lys Glu Asn Val Arg Lys Gin Trp Arg Arg Tyr Leu Cys Cys 
900 905 910 



Gly Lys Leu Arg Leu Ala Glu Asn Ser Asp Trp Ser Lys Thr Ala Thr 
915 920 925 



Asn Gly Leu Lys Lys Gin Thr Val Asn Gin Gly Val Ser Ser Ser Ser 
930 935 940 



Asn Ser Leu Gin Ser Ser Ser Asn Ser Thr Asn Ser Thr Thr Leu Leu 
945 950 955 960 



Val Asn Asn Asp Cys Ser Val His Ala Ser Gly Asn Gly Asn Ala Ser 
965 970 975 



Thr Glu Arg Asn Gly Val Ser Phe Ser Val Gin Asn Gly Asp Val Cys 
980 985 990 



Leu His Asp Phe Thr Gly Lys Gin His Met Phe Asn Glu Lys Glu Asp 
995 1000 1005 



Ser Cys Asn Gly Lys Gly Arg Met Ala Leu Arg Arg Thr Ser Lys 
1010 1015 1020 



Arg Gly Ser Leu His Phe lie Glu Gin Met 
1025 1030 
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<213> Homo sapiens 
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Met Val Phe Ser Val Arg Gin Cys Gly His Val Gly Arg Thr Glu Glu 
15 10 15 



Val Leu Leu Thr Phe Lys lie Phe Leu Val lie lie Cys Leu His Val 
20 25 30 



Val Leu Val Thr Ser Leu Glu Glu Asp Thr Asp Asn Ser Ser Leu Ser 
35 40 45 



Pro Pro Pro Asp Val Thr Leu Ser Leu Leu Pro Ser Asn Glu Thr Gly 
50 55 60 



Val Lys Pro Gin Arg Asn lie Cys Asn Leu Ser Ser lie Cys Asn Asp 
65 70 75 80 



Ser Ala Phe Phe Arg Gly Glu lie Met Phe Gin Tyr Asp Lys Glu Ser 
85 90 95 



Thr Val Pro Gin Asn Gin His lie Thr Asn Gly Thr Leu Thr Gly Val 
100 105 110 



Leu Ser Leu Ser Glu Leu Lys Arg Ser Glu Leu Asn Lys Thr Leu Gin 
115 120 125 



Thr Leu Ser Glu Thr Tyr Phe lie Met Cys Ala Thr Ala Glu Ala Gin 
130 135 140 



Ser Thr Leu Asn Cys Thr Phe Thr lie Lys Leu Asn Asn Thr Met Asn 
145 150 155 160 



Ala Cys Ala Ala lie Ala Ala Leu Glu Arg Val Lys lie Arg Pro Met 
165 170 175 



Glu His Cys Cys Cys Ser Val Arg lie Pro Cys Pro Ser Ser Pro Glu 
180 185 190 



Glu Leu Gly Lys Leu Gin Cys Asp Leu Gin Asp Pro lie Val Cys Leu 
195 200 205 



Ala Asp His Pro Arg Gly Pro Pro Phe Ser Ser Ser Gin Ser lie Pro 
210 215 220 



Val Val Pro Arg Ala Thr Val Leu Ser Gin Val Pro Lys Ala Thr Ser 
225 230 235 240 



Phe Ala Glu Pro Pro Asp Tyr Ser Pro Val Thr His Asn Val Pro Ser 
245 250 255 



Pro lie Gly Glu lie Gin Pro Leu Ser Pro Gin Pro Ser Ala Pro lie 
260 265 270 



Ala Ser Ser Pro Ala lie Asp Met Pro Pro Gin Ser Glu Thr lie Ser 
275 280 285 



Ser Pro Met Pro Gin Thr His Val Ser Gly Thr Pro Pro Pro Val Lys 
290 295 300 



Ala Ser Phe Ser Ser Pro Thr Val Ser Ala Pro Ala Asn Val Asn Thr 
305 310 315 320 



Thr Ser Ala Pro Pro Val Gin Thr Asp lie Val Asn Thr Ser Ser lie 
325 330 335 



Ser Asp Leu Glu Asn Gin Val Leu Gin Met Glu Lys Ala Leu Ser Leu 
340 345 350 



Gly Ser Leu Glu Pro Asn Leu Ala Gly Glu Met lie Asn Gin Val Ser 
355 360 365 



Arg Leu Leu His Ser Pro Pro Asp Met Leu Ala Pro Leu Ala Gin Arg 
370 375 380 



Leu Leu Lys Val Val Asp Asp lie Gly Leu Gin Leu Asn Phe Ser Asn 
385 390 395 400 



Thr Thr lie Ser Leu Thr Ser Pro Ser Leu Ala Leu Ala Val lie Arg 
405 410 415 



Val Asn Ala Ser Ser Phe Asn Thr Thr Thr Phe Val Ala Gin Asp Pro 
420 425 430 



Ala Asn Leu Gin Val Ser Leu Glu Thr Gin Ala Pro Glu Asn Ser lie 
435 440 445 



Gly Thr lie Thr Leu Pro Ser Ser Leu Met Asn Asn Leu Pro Ala His 
450 455 460 
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Asp Met Glu Leu Ala Ser Arg Val Gin Phe Asn Phe Phe Glu Thr Pro 
465 470 475 480 



Ala Leu Phe Gin Asp Pro Ser Leu Glu Asn Leu Ser Leu lie Ser Tyr 
485 490 495 



Val lie Ser Ser Ser Val Ala Asn Leu Thr Val Arg Asn Leu Thr Arg 
500 505 510 



Asn Val Thr Val Thr Leu Lys His lie Asn Pro Ser Gin Asp Glu Leu 
515 520 525 



Thr Val Arg Cys Val Phe Trp Asp Leu Gly Arg Asn Gly Gly Arg Gly 
530 535 540 



Gly Trp Ser Asp Asn Gly Cys Ser Val Lys Asp Arg Arg Leu Asn Glu 
545 550 555 560 



Thr lie Cys Thr Cys Ser His Leu Thr Ser Phe Gly Val Leu Leu Asp 
565 570 575 



Leu Ser Arg Thr Ser Val Leu Pro Ala Gin Met Met Ala Leu Thr Phe 
580 585 590 



lie Thr Tyr lie Gly Cys Gly Leu Ser Ser lie Phe Leu Ser Val Thr 
595 600 605 



Leu Val Thr Tyr lie Ala Phe Glu Lys lie Arg Arg Asp Tyr Pro Ser 
610 615 620 



Lys lie Leu lie Gin Leu Cys Ala Ala Leu Leu Leu Leu Asn Leu Val 
625 630 635 640 



Phe Leu Leu Asp Ser Trp lie Ala Leu Tyr Lys Met Gin Gly Leu Cys 
645 650 655 



lie Ser Val Ala Val Phe Leu His Tyr Phe Leu Leu Val Ser Phe Thr 
660 665 670 



Trp Met Gly Leu Glu Ala Phe His Met Tyr Leu Ala Leu Val Lys Val 
675 680 685 



Phe Asn Thr Tyr lie Arg Lys Tyr lie Leu Lys Phe Cys lie Val Gly 
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690 695 700 



Trp Gly Val Pro Ala Val Val Val Thr lie lie Leu Thr lie Ser Pro 
705 710 715 720 



Asp Asn Tyr Gly Leu Gly Ser Tyr Gly Lys Phe Pro Asn Gly Ser Pro 
725 730 735 



Asp Asp Phe Cys Trp lie Asn Asn Asn Ala Val Phe Tyr lie Thr Val 
740 745 750 



Val Gly Tyr Phe Cys Val lie Phe Leu Leu Asn Val Ser Met Phe lie 
755 760 765 



Val Val Leu Val Gin Leu Cys Arg lie Lys Lys Lys Lys Gin Leu Gly 
770 775 780 



Ala Gin Arg Lys Thr Ser lie Gin Asp Leu Arg Ser lie Ala Gly Leu 
785 790 795 800 



Thr Phe Leu Leu Gly lie Thr Trp Gly Phe Ala Phe Phe Ala Trp Gly 
805 810 815 



Pro Val Asn Val Thr Phe Met Tyr Leu Phe Ala lie Phe Asn Thr Leu 
820 825 830 



Gin Gly Phe Phe lie Phe lie Phe Tyr Cys Val Ala Lys Glu Asn Val 
835 840 845 



Arg Lys Gin Trp Arg Arg Tyr Leu Cys Cys Gly Lys Leu Arg Leu Ala 
850 855 860 



Glu Asn Ser Asp Trp Ser Lys Thr Ala Thr Asn Gly Leu Lys Lys Gin 
865 870 875 880 



Thr Val Asn Gin Gly Val Ser Ser Ser Ser Asn Ser Leu Gin Ser Ser 
885 890 895 



Ser Asn Ser Thr Asn Ser Thr Thr Leu Leu Val Asn Asn Asp Cys Ser 
900 905 910 



Val His Ala Ser Gly Asn Gly Asn Ala Ser Thr Glu Arg Asn Gly Val 
915 920 925 
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Ser Phe Ser Val Gin Asn Gly Asp Val Cys Leu His Asp Phe Thr Gly 
930 . 935 940 



Lys Gin His Met Phe Asn Glu Lys Glu Asp Ser Cys Asn Gly Lys Gly 
945 950 955 960 



Arg Met Ala Leu Arg Arg Thr Ser Lys Arg Gly Ser Leu His Phe lie 
965 970 975 



Glu Gin Met 
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Gly Ser Gly Gly Gly Gly Ala Glu Ala Ala Gly Gly Gly Arg Arg Ala 
15 10 15 



Ala Ala Pro Glu Arg Gly Lys Gly Gly Pro Asp Gly Ala Ser Ser Gin 
20 25 30 



Pro Glu Asp Ala Ser Gly Arg Cys Ala Gin Arg Phe Ser Thr Leu Phe 
35 40 45 



Ser Glu Leu Ala Val Arg Met Val Phe Ser Val Arg Gin Cys Gly His 
50 55 60 



Val Gly Arg Thr Glu Glu Val Leu Leu Thr Phe Lys lie Phe Leu Val 
65 70 75 80 



lie lie Cys Leu His Val Val Leu Val Thr Ser Leu Glu Glu Asp Thr 
85 90 95 



Asp Asn Ser Ser Leu Ser Pro Pro Pro Asp Val Thr Leu Ser Leu Leu 
100 105 110 



Pro Ser Asn Glu Thr Glu Lys Thr Lys lie Thr lie Val Lys Thr Phe 
115 120 125 
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Asn Ala Ser Gly Val Lys Pro Gin Arg Asn lie Cys Asn Leu Ser Ser 
130 135 140 



lie Cys Asn Asp Ser Ala Phe Phe Arg Gly Glu lie Met Phe Gin Tyr 
145 150 155 160 



Asp Lys Glu Ser Thr Val Pro Gin Asn Gin His lie Thr Asn Gly Thr 
165 170 175 



Leu Thr Gly Val Leu Ser Leu Ser Glu Leu Lys Arg Ser Glu Leu Asn 
180 185 190 



Lys Thr Leu Gin Thr Leu Ser Glu Thr Tyr Phe lie Met Cys Ala Thr 
195 200 205 



Ala Glu Ala Gin Ser Thr Leu Asn Cys Thr Phe Thr lie Lys Leu Asn 
210 215 220 



Asn Thr Met Asn Ala Cys Ala Ala lie Ala Ala Leu Glu Arg Val Lys 
225 230 235 240 



lie Arg Pro Met Glu His Cys Cys Cys Ser Val Arg lie Pro Cys Pro 
245 250 255 



Ser Ser Pro Glu Glu Leu Gly Lys Leu Gin Cys Asp Leu Gin Asp Pro 
260 265 270 



lie Val Cys Leu Ala Asp His Pro Arg Gly Pro Pro Phe Ser Ser Ser 
275 280 285 



Gin Ser lie Pro Val Val Pro Arg Ala Thr Val Leu Ser Gin Val Pro 
290 295 300 



Lys Ala Thr Ser Phe Ala Glu Pro Pro Asp Tyr Ser Pro Val Thr His 
305 310 315 320 



Asn Val Pro Ser Pro lie Gly Glu lie Gin Pro Leu Ser Pro Gin Pro 
325 330 335 



Ser Ala Pro lie Ala Ser Ser Pro Ala lie Asp Met Pro Pro Gin Ser 
340 345 350 



Glu Thr lie Ser Ser Pro Met Pro Gin Thr His Val Ser Gly Thr Pro 



355 360 365 



Pro Pro Val Lys Ala Ser Phe Ser Ser Pro Thr Val Ser Ala Pro Ala 
370 375 380 



Asn Val Asn Thr Thr Ser Ala Pro Pro Val Gin Thr Asp lie Val Asn 
385 390 395 . 400 



Thr Ser Ser lie Ser Asp Leu Glu Asn Gin Val Leu Gin Met Glu Lys 
405 410 415 



Ala Leu Ser Leu Gly Ser Leu Glu Pro Asn Leu Ala Gly Glu Met lie 
420 425 430 



Asn Gin Val Ser Arg Leu Leu His Ser Pro Pro Asp Met Leu Ala Pro 
435 440 445 



Leu Ala Gin Arg Leu Leu Lys Val Val Asp Asp lie Gly Leu Gin Leu 
450 455 460 



Asn Phe Ser Asn Thr Thr lie Ser Leu Thr Ser Pro Ser Leu Ala Leu 
465 470 475 480 



Ala Val lie Arg Val Asn Ala Ser Ser Phe Asn Thr Thr Thr Phe Val 
485 490 495 



Ala Gin Asp Pro Ala Asn Leu Gin Val Ser Leu Glu Thr Gin Ala Pro 
500 505 510 



Glu Asn Ser lie Gly Thr lie Thr Leu Pro Ser Ser Leu Met Asn Asn 
515 520 525 



Leu Pro Ala His Asp Met Glu Leu Ala Ser Arg Val Gin Phe Asn Phe 
530 535 540 



Phe Glu Thr Pro Ala Leu Phe Gin Asp Pro Ser Leu Glu Asn Leu Ser 
545 550 555 560 



Leu lie Ser Tyr Val lie Ser Ser Ser Val Ala Asn Leu Thr Val Arg 
565 570 575 



Asn Leu Thr Arg Asn Val Thr Val Thr Leu Lys His lie Asn Pro Ser 
580 585 590 
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Gin Asp Glu Leu Thr Val Arg Cys Val Phe Trp Asp Leu Gly Arg Asn 
595 600 605 



Gly Gly Arg Gly Gly Trp Ser Asp Asn Gly Cys Ser Val Lys Asp Arg 
610 615 620 



Arg Leu Asn Glu Thr lie Cys Thr Cys Ser His Leu Thr Ser Phe Gly 
625 630 635 640 



Val Leu Leu Asp Leu Ser Arg Thr Ser Val Leu Pro Ala Gin Met Met 
645 650 655 



Ala Leu Thr Phe lie Thr Tyr lie Gly Cys Gly Leu Ser Ser lie Phe 
660 665 670 



Leu Ser Val Thr Leu Val Thr Tyr lie Ala Phe Glu Lys lie Arg Arg 
675 680 685 



Asp Tyr Pro Ser Lys lie Leu lie Gin Leu Cys Ala Ala Leu Leu Leu 
690 695 700 



Leu Asn Leu Val Phe Leu Leu Asp Ser Trp lie Ala Leu Tyr Lys Met 
705 710 715 720 



Gin Gly Leu Cys lie Ser Val Ala Val Phe Leu His Tyr Phe Leu Leu 
725 730 735 



Val Ser Phe Thr Trp Met Gly Leu Glu Ala Phe His Met Tyr Leu Ala 
740 745 750 



Leu Val Lys Val Phe Asn Thr Tyr lie Arg Lys Tyr lie Leu Lys Phe 
755 760 765 



Cys lie Val Gly Trp Gly Val Pro Ala Val Val Val Thr lie lie Leu 
770 775 780 



Thr lie Ser Pro Asp Asn Tyr Gly Leu Gly Ser Tyr Gly Lys Phe Pro 
785 790 795 800 



Asn Gly Ser Pro Asp Asp Phe Cys Trp lie Asn Asn Asn Ala Val Phe 
805 810 815 



Tyr lie Thr Val Val Gly Tyr Phe Cys Val lie Phe Leu Leu Asn Val 
820 825 830 



Ser Met Phe lie Val Val Leu Val Gin Leu Cys Arg lie Lys Lys Lys 
835 840 845 



Lys Gin Leu Gly Ala Gin Arg Lys Thr Ser lie Gin Asp Leu Arg Ser 
850 855 860 



lie Ala Gly Leu Thr Phe Leu Leu Gly lie Thr Trp Gly Phe Ala Phe 
865 870 875 880 



Phe Ala Trp Gly Pro Val Asn Val Thr Phe Met Tyr Leu Phe Ala lie 
885 890 895 



Phe Asn Thr Leu Gin Gly Phe Phe lie Phe lie Phe Tyr Cys Val Ala 
900 905 910 



Lys Glu Asn Val Arg Lys Gin Trp Arg Arg Tyr Leu Cys Cys Gly Lys 
915 920 925 



Leu Arg Leu Ala Glu Asn Ser Asp Trp Ser Lys Thr Ala Thr Asn Gly 
930 935 940 



Leu Lys Lys Gin Thr Val Asn Gin Gly Val Ser Ser Ser Ser Asn Ser 
945 950 955 960 



Leu Gin Ser Ser Ser Asn Ser Thr Asn Ser Thr Thr Leu Leu Val Asn 
965 970 975 



Asn Asp Cys Ser Val His Ala Ser Gly Asn Gly Asn Ala Ser Thr Glu 
980 985 990 



Arg Asn Gly Val Ser Phe Ser Val Gin Asn Gly Asp Val Cys Leu His 
995 1000 1005 



Asp Phe Thr Gly Lys Gin His Met Phe Asn Glu Lys Glu Asp Ser 
1010 1015 1020 



Cys Asn Gly Lys Gly Arg Met Ala Leu Arg Arg Thr Ser Lys Arg 
1025 1030 1035 



Gly Ser Leu His Phe lie Glu Gin Met 
1040 1045 
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Met Val Phe Ser Val Arg Gin Cys Gly His Val Gly Arg Thr Glu Glu 
15 10 15 



Val Leu Leu Thr Phe Lys lie Phe Leu Val lie lie Cys Leu His Val 
20 25 30 



Val Leu Val Thr Ser Leu Glu Glu Asp Thr Asp Asn Ser Ser Leu Ser 
35 40 45 



Pro Pro Pro Asp Val Thr Leu Ser Leu Leu Pro Ser Asn Glu Thr Glu 
50 55 60 



Lys Thr Lys lie Thr lie Val Lys Thr Phe Asn Ala Ser Gly Val Lys 
65 70 75 80 



Pro Gin Arg Asn lie Cys Asn Leu Ser Ser lie Cys Asn Asp Ser Ala 
85 90 95 



Phe Phe Arg Gly Glu lie Met Phe Gin Tyr Asp Lys Glu Ser Thr Val 
100 105 110 



Pro Gin Asn Gin His lie Thr Asn Gly Thr Leu Thr Gly Val Leu Ser 
115 120 125 



Leu Ser Glu Leu Lys Arg Ser Glu Leu Asn Lys Thr Leu Gin Thr Leu 
130 135 140 



Ser Glu Thr Tyr Phe lie Met Cys Ala Thr Ala Glu Ala Gin Ser Thr 
145 150 155 160 



Leu Asn Cys Thr Phe Thr lie Lys Leu Asn Asn Thr Met Asn Ala Cys 
165 170 175 



Ala Ala lie Ala Ala Leu Glu Arg Val Lys lie Arg Pro Met Glu His 
180 185 190 



Cys Cys Cys Ser Val Arg lie Pro Cys Pro Ser Ser Pro Glu Glu Leu 
195 200 205 



Gly Lys Leu Gin Cys Asp Leu Gin Asp Pro lie Val Cys Leu Ala Asp 
210 215 220 



His Pro Arg Gly Pro Pro Phe Ser Ser Ser Gin Ser lie Pro Val Val 
225 230 235 240 



Pro Arg Ala Thr Val Leu Ser Gin Val Pro Lys Ala Thr Ser Phe Ala 
245 250 255 



Glu Pro Pro Asp Tyr Ser Pro Val Thr His Asn Val Pro Ser Pro lie 
260 265 270 



Gly Glu He Gin Pro Leu Ser Pro Gin Pro Ser Ala Pro He Ala Ser 
275 280 285 



Ser Pro Ala He Asp Met Pro Pro Gin Ser Glu Thr He Ser Ser Pro 
290 295 300 



Met Pro Gin Thr His Val Ser Gly Thr Pro Pro Pro Val Lys Ala Ser 
305 310 315 320 



Phe Ser Ser Pro Thr Val Ser Ala Pro Ala Asn Val Asn Thr Thr Ser 
325 330 335 



Ala Pro Pro Val Gin Thr Asp He Val Asn Thr Ser Ser He Ser Asp 
340 345 350 



Leu Glu Asn Gin Val Leu Gin Met Glu Lys Ala Leu Ser Leu Gly Ser 
355 360 365 



Leu Glu Pro Asn Leu Ala Gly Glu Met He Asn Gin Val Ser Arg Leu 
370 375 380 



Leu His Ser Pro Pro Asp Met Leu Ala Pro Leu Ala Gin Arg Leu Leu 
385 390 395 400 



Lys Val Val Asp Asp He Gly Leu Gin Leu Asn Phe Ser Asn Thr Thr 
405 410 415 



lie Ser Leu Thr Ser Pro Ser Leu Ala Leu Ala Val lie Arg Val Asn 
420 425 430 



Ala Ser Ser Phe Asn Thr Thr Thr Phe Val Ala Gin Asp Pro Ala Asn 
435 440 445 



Leu Gin Val Ser Leu Glu Thr Gin Ala Pro Glu Asn Ser lie Gly Thr 
450 455 460 



lie Thr Leu Pro Ser Ser Leu Met Asn Asn Leu Pro Ala His Asp Met 
465 470 475 480 



Glu Leu Ala Ser Arg Val Gin Phe Asn Phe Phe Glu Thr Pro Ala Leu 
485 490 495 



Phe Gin Asp Pro Ser Leu Glu Asn Leu Ser Leu lie Ser Tyr Val lie 
500 505 510 



Ser Ser Ser Val Ala Asn Leu Thr Val Arg Asn Leu Thr Arg Asn Val 
515 520 525 



Thr Val Thr Leu Lys His lie Asn Pro Ser Gin Asp Glu Leu Thr Val 
530 535 540 



Arg Cys Val Phe Trp Asp Leu Gly Arg Asn Gly Gly Arg Gly Gly Trp 
545 550 555 560 



Ser Asp Asn Gly Cys Ser Val Lys Asp Arg Arg Leu Asn Glu Thr lie 
565 570 575 



Cys Thr Cys Ser His Leu Thr Ser Phe Gly Val Leu Leu Asp Leu Ser 
580 585 590 



Arg Thr Ser Val Leu Pro Ala Gin Met Met Ala Leu Thr Phe lie Thr 
595 600 605 



Tyr lie Gly Cys Gly Leu Ser Ser lie Phe Leu Ser Val Thr Leu Val 
610 615 620 



Thr Tyr lie Ala Phe Glu Lys lie Arg Arg Asp Tyr Pro Ser Lys lie 
625 630 635 640 



86 



Leu He Gin Leu Cys Ala Ala Leu Leu Leu Leu Asn Leu Val Phe Leu 
645 650 655 



Leu Asp Ser Trp He Ala Leu Tyr Lys Met Gin Gly Leu Cys He Ser 
660 665 670 



Val Ala Val Phe Leu His Tyr Phe Leu Leu Val Ser Phe Thr Trp Met 
675 680 685 



Gly Leu Glu Ala Phe His Met Tyr Leu Ala Leu Val Lys Val Phe Asn 
690 695 700 



Thr Tyr He Arg Lys Tyr He Leu Lys Phe Cys He Val Gly Trp Gly 
705 710 715 720 



Val Pro Ala Val Val Val Thr He He Leu Thr He Ser Pro Asp Asn 
725 730 735 



Tyr Gly Leu Gly Ser Tyr Gly Lys Phe Pro Asn Gly Ser Pro Asp Asp 
740 745 750 



Phe Cys Trp He Asn Asn Asn Ala Val Phe Tyr He Thr Val Val Gly 
755 760 765 



Tyr Phe Cys Val He Phe Leu Leu Asn Val Ser Met Phe He Val Val 
770 775 780 



Leu Val Gin Leu Cys Arg He Lys Lys Lys Lys Gin Leu Gly Ala Gin 
785 790 795 800 



Arg Lys Thr Ser He Gin Asp Leu Arg Ser He Ala Gly Leu Thr Phe 
805 810 815 



Leu Leu Gly He Thr Trp Gly Phe Ala Phe Phe Ala Trp Gly Pro Val 
820 825 830 



Asn Val Thr Phe Met Tyr Leu Phe Ala He Phe Asn Thr Leu Gin Gly 
835 840 845 



Phe Phe He Phe He Phe Tyr Cys Val Ala Lys Glu Asn Val Arg Lys 
850 855 860 



Gin Trp Arg Arg Tyr Leu Cys Cys Gly Lys Leu Arg Leu Ala Glu Asn 



87 



865 



870 



875 



880 



Ser Asp Trp Ser Lys Thr Ala Thr Asn Gly Leu Lys Lys Gin Thr Val 
885 890 895 



Asn Gin Gly Val Ser Ser Ser Ser Asn Ser Leu Gin Ser Ser Ser Asn 
900 905 910 



Ser Thr Asn Ser Thr Thr Leu Leu Val Asn Asn Asp Cys Ser Val His 
915 920 925 



Ala Ser Gly Asn Gly Asn Ala Ser Thr Glu Arg Asn Gly Val Ser Phe 
930 935 940 



Ser Val Gin Asn Gly Asp Val Cys Leu His Asp Phe Thr Gly Lys Gin 
945 950 955 960 



His Met Phe Asn Glu Lys Glu Asp Ser Cys Asn Gly Lys Gly Arg Met 
965 970 975 



Ala Leu Arg Arg Thr Ser Lys Arg Gly Ser Leu His Phe lie Glu Gin 
980 985 990 



Met 
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Gly Ser Gly Gly Gly Gly Ala Gl'u Ala Ala Gly Gly Gly Arg Arg Ala 
1 5 10 • 15 



Ala Ala Pro Glu Arg Gly Lys Gly Gly Pro Asp Gly Ala Ser Ser Gin 
20 25 30 



Pro Glu Asp Ala Ser Gly Arg Cys Ala Gin Arg Phe Ser Thr Leu Phe 
35 40 45 



Ser Glu Leu Ala Val Arg Met Val Phe Ser Val Arg Gin Cys Gly His 
50 55 60 



Val Gly Arg Thr Glu Glu Val Leu Leu Thr Phe Lys lie Phe Leu Val 
65 70 75 80 



lie lie Cys Leu His Val Val Leu Val Thr Ser Leu Glu Glu Asp Thr 
85 90 95 



Asp Asn Ser Ser Leu Ser Pro Pro Pro Ala Lys Leu Ser Val Val Ser 
100 105 110 



Phe Ala Pro Ser Ser Asn Gly Thr Pro Glu Val Glu Thr Thr Ser Leu 
115 120 125 



Asn Asp Val Thr Leu Ser Leu Leu Pro Ser Asn Glu Thr Gly Val Lys 
130 135 140 



Pro Gin Arg Asn lie Cys Asn Leu Ser Ser lie Cys Asn Asp Ser Ala 
145 150 155 160 



Phe Phe Arg Gly Glu lie Met Phe Gin Tyr Asp Lys Glu Ser Thr Val 
165 170 175 



Pro Gin Asn Gin His He Thr Asn Gly Thr Leu Thr Gly Val Leu Ser 
180 185 190 



Leu Ser Glu Leu Lys Arg Ser Glu Leu Asn Lys Thr Leu Gin Thr Leu 
195 200 205 



Ser Glu Thr Tyr Phe lie Met Cys Ala Thr Ala Glu Ala Gin Ser Thr 
210 215 220 



Leu Asn Cys Thr Phe Thr He Lys Leu Asn Asn Thr Met Asn Ala Cys 
225 230 235 240 



Ala Ala He Ala Ala Leu Glu Arg Val Lys He Arg Pro Met Glu His 
245 250 255 



Cys Cys Cys Ser Val Arg He Pro Cys Pro Ser Ser Pro Glu Glu Leu 
260 265 270 



Gly Lys Leu Gin Cys Asp Leu Gin Asp Pro He Val Cys Leu Ala Asp 
275 280 285 



89 



His Pro Arg Gly Pro Pro Phe Ser Ser Ser Gin Ser lie Pro Val Val 
290 295 300 



Pro Arg Ala Thr Val Leu Ser Gin Val Pro Lys Ala Thr Ser Phe Ala 
305 310 315 320 



Glu Pro Pro Asp Tyr Ser Pro Val Thr His Asn Val Pro Ser Pro lie 
325 330 335 



Gly Glu lie Gin Pro Leu Ser Pro Gin Pro Ser Ala Pro lie Ala Ser 
340 345 350 



Ser Pro Ala lie Asp Met Pro Pro Gin Ser Glu Thr lie Ser Ser Pro 
355 360 365 



Met Pro Gin Thr His Val Ser Gly Thr Pro Pro Pro Val Lys Ala Ser 
370 375 380 



Phe Ser Ser Pro Thr Val Ser Ala Pro Ala Asn Val Asn Thr Thr Ser 
385 390 395 400 



Ala Pro Pro Val Gin Thr Asp lie Val Asn Thr Ser Ser lie Ser Asp 
405 410 415 



Leu Glu Asn Gin Val Leu Gin Met Glu Lys Ala Leu Ser Leu Gly Ser 
420 425 430 



Leu Glu Pro Asn Leu Ala Gly Glu Met lie Asn Gin Val Ser Arg Leu 
435 440 445 



Leu His Ser Pro Pro Asp Met Leu Ala Pro Leu Ala Gin Arg Leu Leu 
450 455 460 



Lys Val Val Asp Asp lie Gly Leu Gin Leu Asn Phe Ser Asn Thr Thr 
465 470 475 480 



lie Ser Leu Thr Ser Pro Ser Leu Ala Leu Ala Val lie Arg Val Asn 
485 490 ■ 495 



Ala Ser Ser Phe Asn Thr Thr Thr Phe Val Ala Gin Asp Pro Ala Asn 
500 505 510 



Leu Gin Val Ser Leu Glu Thr Gin Ala Pro Glu Asn Ser lie Gly Thr 



90 



515 



520 



525 



lie Thr Leu Pro Ser Ser Leu Met Asn Asn Leu Pro Ala His Asp Met 
530 535 540 



Glu Leu Ala Ser Arg Val Gin Phe Asn Phe Phe Glu Thr Pro Ala Leu 
545 550 555 560 



Phe Gin Asp Pro Ser Leu Glu Asn Leu Ser Leu lie Ser Tyr Val lie 
565 570 575 



Ser Ser Ser Val Ala Asn Leu Thr Val Arg Asn Leu Thr Arg Asn Val 
580 585 590 



Thr Val Thr Leu Lys His lie Asn Pro Ser Gin Asp Glu Leu Thr Val 
595 ' 600 605 



Arg Cys Val Phe Trp Asp Leu Gly Arg Asn Gly Gly Arg Gly Gly Trp 
610 615 620 



Ser Asp Asn Gly Cys Ser Val Lys Asp Arg Arg Leu Asn Glu Thr lie 
625 630 635 640 



Cys Thr Cys Ser His Leu Thr Ser Phe Gly Val Leu Leu Asp Leu Ser 
645 650 655 



Arg Thr Ser Val Leu Pro Ala Gin Met Met Ala Leu Thr Phe lie Thr 
660 665 670 



Tyr lie Gly Cys Gly Leu Ser Ser He Phe Leu Ser Val Thr Leu Val 
675 680 685 



Thr Tyr He Ala Phe Glu Lys He Arg Arg Asp Tyr Pro Ser Lys lie 
690 695 700 



Leu He Gin Leu Cys Ala Ala Leu Leu Leu Leu Asn Leu Val Phe Leu 
705 710 715 720 



Leu Asp Ser Trp He Ala Leu Tyr Lys Met Gin Gly Leu Cys He Ser 
725 730 735 



Val Ala Val Phe Leu His Tyr Phe Leu Leu Val Ser Phe Thr Trp Met 
740 745 750 



Gly Leu Glu Ala Phe His Met Tyr Leu Ala Leu Val Lys Val Phe Asn 
755 760 765 



Thr Tyr lie Arg Lys Tyr lie Leu Lys Phe Cys lie Val Gly Trp Gly 
770 775 780 



Val Pro Ala Val Val Val Thr lie lie Leu Thr lie Ser Pro Asp Asn 
785 790 795 800 



Tyr Gly Leu Gly Ser Tyr Gly Lys Phe Pro Asn Gly Ser Pro Asp Asp 
805 810 815 



Phe Cys Trp lie Asn Asn Asn Ala Val Phe Tyr lie Thr Val Val Gly 
820 825 830 



Tyr Phe Cys Val lie Phe Leu Leu Asn Val Ser Met Phe lie Val Val 
835 840 845 



Leu Val Gin Leu Cys Arg lie Lys Lys Lys Lys Gin Leu Gly Ala Gin 
850 855 860 



Arg Lys Thr Ser lie Gin Asp Leu Arg Ser lie Ala Gly Leu Thr Phe 
865 870 875 880 



Leu Leu Gly lie Thr Trp Gly Phe Ala Phe Phe Ala Trp Gly Pro Val 
885 890 895 



Asn Val Thr Phe Met Tyr Leu Phe Ala lie Phe Asn Thr Leu Gin Gly 
900 905 910 



Phe Phe lie Phe lie Phe Tyr Cys Val Ala Lys Glu Asn Val Arg Lys 
915 920 925 



Gin Trp Arg Arg Tyr Leu Cys Cys Gly Lys Leu Arg Leu Ala Glu Asn 
930 935 940 



Ser Asp Trp Ser Lys Thr Ala Thr Asn Gly Leu Lys Lys Gin Thr Val 
945 950 955 960 



Asn Gin Gly Val Ser Ser Ser Ser Asn Ser Leu Gin Ser Ser Ser Asn 
965 970 975 



Ser Thr Asn Ser Thr Thr Leu Leu Val Asn Asn Asp Cys Ser Val His 
980 985 990 



Ala Ser Gly Asn Gly Asn Ala Ser Thr Glu Arg Asn Gly Val Ser Phe 
995 1000 1005 



Ser Val Gin Asn Gly Asp Val Cys Leu His Asp Phe Thr Gly Lys 
1010 1015 1020 



Gin His Met Phe Asn Glu Lys Glu Asp Ser Cys Asn Gly Lys Gly 
1025 1030 1035 



Arg Met Ala Leu Arg Arg Thr Ser Lys Arg Gly Ser Leu His Phe 
1040 1045 1050 



He Glu Gin Met 
1055 
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Met Val Phe Ser Val Arg Gin Cys Gly His Val Gly Arg Thr Glu Glu 
15 10 15 



Val Leu Leu Thr Phe Lys He Phe Leu Val He He Cys Leu His Val 
20 25 30 



Val Leu Val Thr Ser Leu Glu Glu Asp Thr Asp Asn Ser Ser Leu Ser 
35 40 45 



Pro Pro Pro Ala Lys Leu Ser Val Val Ser Phe Ala Pro Ser Ser Asn 
50 '55 60 



Gly Thr Pro Glu Val Glu Thr Thr Ser Leu Asn Asp Val Thr Leu Ser 
65 70 75 80 



Leu Leu Pro Ser Asn Glu Thr Gly Val Lys Pro Gin Arg Asn He Cys 
85 90 95 



Asn Leu Ser Ser He Cys Asn Asp Ser Ala Phe Phe Arg Gly Glu He 



93 



100 



105 



110 



Met Phe Gin Tyr Asp Lys Glu Ser Thr Val Pro Gin Asn Gin His lie 
115 120 125 



Thr Asn Gly Thr Leu Thr Gly Val Leu Ser Leu Ser Glu Leu Lys Arg 
130 135 140 



Ser Glu Leu Asn Lys Thr Leu Gin Thr Leu Ser Glu Thr Tyr Phe lie 
145 150 155 160 



Met Cys Ala Thr Ala Glu Ala Gin Ser Thr Leu Asn Cys Thr Phe Thr 
165 170 175 



lie Lys Leu Asn Asn Thr Met Asn Ala Cys Ala Ala lie Ala Ala Leu 
180 185 190 



Glu Arg Val Lys lie Arg Pro Met Glu His Cys Cys Cys Ser Val Arg 
195 200 205 



lie Pro Cys Pro Ser Ser Pro Glu Glu Leu Gly Lys Leu Gin Cys Asp 
210 215 220 



Leu Gin Asp Pro lie Val Cys Leu Ala Asp His Pro Arg Gly Pro Pro 
225 230 235 240 



Phe Ser Ser Ser Gin Ser lie Pro Val Val Pro Arg Ala Thr Val Leu 
245 250 255 



Ser Gin Val Pro Lys Ala Thr Ser Phe Ala Glu Pro Pro Asp Tyr Ser 
260 265 270 



Pro Val Thr His Asn Val Pro Ser Pro lie Gly Glu lie Gin Pro Leu 
275 280 285 



Ser Pro Gin Pro Ser Ala Pro lie Ala Ser Ser Pro Ala lie Asp Met 
290 295 300 



Pro Pro Gin Ser Glu Thr lie Ser Ser Pro Met Pro Gin Thr His Val 
305 310 315 320 



Ser Gly Thr Pro Pro Pro Val Lys Ala Ser Phe Ser Ser Pro Thr Val 
325 330 335 



Ser Ala Pro Ala Asn Val Asn Thr Thr Ser Ala Pro Pro Val Gin Thr 
340 345 350 



Asp lie Val Asn Thr Ser Ser lie Ser Asp Leu Glu Asn Gin Val Leu 
355 360 365 



Gin Met Glu Lys Ala Leu Ser Leu Gly Ser Leu Glu Pro Asn Leu Ala 
370 375 380 



Gly Glu Met lie Asn Gin Val Ser Arg Leu Leu His Ser Pro Pro Asp 
385 390 395 400 



Met Leu Ala Pro Leu Ala Gin Arg Leu Leu Lys Val Val Asp Asp lie 
405 410 415 



Gly Leu Gin Leu Asn Phe Ser Asn Thr Thr lie Ser Leu Thr Ser Pro 
420 425 430 



Ser Leu Ala Leu Ala Val lie Arg Val Asn Ala Ser Ser Phe Asn Thr 
435 440 445 



Thr Thr Phe Val Ala Gin Asp Pro Ala Asn Leu Gin Val Ser Leu Glu 
450 455 460 



Thr Gin Ala Pro Glu Asn Ser lie Gly Thr lie Thr Leu Pro Ser Ser 
465 470 475 480 



Leu Met Asn Asn Leu Pro Ala His Asp Met Glu Leu Ala Ser Arg Val 
485 490 495 



Gin Phe Asn Phe Phe Glu Thr Pro Ala Leu Phe Gin Asp Pro Ser Leu 
500 505 510 



Glu Asn Leu Ser Leu lie Ser Tyr Val lie Ser Ser Ser Val Ala Asn 
515 520 525 



Leu Thr Val Arg Asn Leu Thr Arg Asn Val Thr Val Thr Leu Lys His 
530 535 540 



lie Asn Pro Ser Gin Asp Glu Leu Thr Val Arg Cys Val Phe Trp Asp 
545 550 555 560 



95 



Leu Gly Arg Asn Gly Gly Arg Gly Gly Trp Ser Asp Asn Gly Cys Ser 
565 570 575 



Val Lys Asp Arg Arg Leu Asn Glu Thr lie Cys Thr Cys Ser His Leu 
580 585 590 



Thr Ser Phe Gly Val Leu Leu Asp Leu Ser Arg Thr Ser Val Leu Pro 
595 600 605 



Ala Gin Met Met Ala Leu Thr Phe lie Thr Tyr lie Gly Cys Gly Leu 
610 615 620 



Ser Ser He Phe Leu Ser Val Thr Leu Val Thr Tyr He Ala Phe Glu 
625 630 635 640 



Lys lie Arg Arg Asp Tyr Pro Ser Lys He Leu He Gin Leu Cys Ala 
645 650 655 



Ala Leu Leu Leu Leu Asn Leu Val Phe Leu Leu Asp Ser Trp He Ala 
660 665 670 



Leu Tyr Lys Met Gin Gly Leu Cys He Ser Val Ala Val Phe Leu His 
675 680 685 



Tyr Phe Leu Leu Val Ser Phe Thr Trp Met Gly Leu Glu Ala Phe His 
690 695 700 



Met Tyr Leu Ala Leu Val Lys Val Phe Asn Thr Tyr He Arg Lys Tyr 
705 710 715 720 



He Leu Lys Phe Cys He Val Gly Trp Gly Val Pro Ala Val Val Val 
725 730 735 



Thr He He Leu Thr He Ser Pro Asp Asn Tyr Gly Leu Gly Ser Tyr 
740 745 750 



Gly Lys Phe Pro Asn Gly Ser Pro Asp Asp Phe Cys Trp He Asn Asn 
755 760 765 



Asn Ala Val Phe Tyr He Thr Val Val Gly Tyr Phe Cys Val He Phe 
770 775 780 



96 



Leu Leu Asn Val Ser Met Phe lie Val Val Leu Val Gin Leu Cys Arg 
785 790 795 800 



lie Lys Lys Lys Lys Gin Leu Gly Ala Gin Arg Lys Thr Ser lie Gin 
805 810 815 



Asp Leu Arg Ser lie Ala Gly Leu Thr Phe Leu Leu Gly lie Thr Trp 
820 825 830 



Gly Phe Ala Phe Phe Ala Trp Gly Pro Val Asn Val Thr Phe Met Tyr 
835 840 845 



Leu Phe Ala lie Phe Asn Thr Leu Gin Gly Phe Phe lie Phe lie Phe 
850 855 860 



Tyr Cys Val Ala Lys Glu Asn Val Arg Lys Gin Trp Arg Arg Tyr Leu 
865 870 875 880 



Cys Cys Gly Lys Leu Arg Leu Ala Glu Asn Ser Asp Trp Ser Lys Thr 
885 890 895 



Ala Thr Asn Gly Leu Lys Lys Gin Thr Val Asn Gin Gly Val Ser Ser 
900 905 910 



Ser Ser Asn Ser Leu Gin Ser Ser Ser Asn Ser Thr Asn Ser Thr Thr 
915 920 925 



Leu Leu Val Asn Asn Asp Cys Ser Val His Ala Ser Gly Asn Gly Asn 
930 935 940 



Ala Ser Thr Glu Arg Asn Gly Val Ser Phe Ser Val Gin Asn Gly Asp 
945 950 955 960 



Val Cys Leu His Asp Phe Thr Gly Lys Gin His Met Phe Asn Glu Lys 
965 970 975 



Glu Asp Ser Cys Asn Gly Lys Gly Arg Met Ala Leu Arg Arg Thr Ser 
980 985 990 



Lys Arg Gly Ser Leu His Phe lie Glu Gin Met 
995 1000 
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Gly Ser Gly Gly Gly Gly Ala Glu Ala Ala Gly Gly Gly Arg Arg Ala 
15 10 15 



Ala Ala Pro Glu Arg Gly Lys Gly Gly Pro Asp Gly Ala Ser Ser Gin 
20 25 30 



Pro Glu Asp Ala Ser Gly Arg Cys Ala Gin Arg Phe Ser Thr Leu Phe 
35 40 45 



Ser Glu Leu Ala Val Arg Met Val Phe Ser Val Arg Gin Cys Gly His 
50 55 60 



Val Gly Arg Thr Glu Glu Val Leu Leu Thr Phe Lys He Phe Leu Val 
65 70 75 80 



He He Cys Leu His Val Val Leu Val Thr Ser Leu Glu Glu Asp Thr 
85 90 95 



Asp Asn Ser Ser Leu Ser Pro Pro Pro Glu Val Glu Thr Thr Ser Leu 
100 105 110 



Asn Asp Val Thr Leu Ser Leu Leu Pro Ser Asn Glu Thr Glu Lys Thr 
115 120 125 



Lys He Thr He Val Lys Thr Phe Asn Ala Ser Gly Val Lys Pro Gin 
130 135 140 



Arg Asn He Cys Asn Leu Ser Ser He Cys Asn Asp Ser Ala Phe Phe 
145 150 155 160 



Arg Gly Glu He Met Phe Gin Tyr Asp Lys Glu Ser Thr Val Pro Gin 
165 170 175 



Asn Gin His He Thr Asn Gly Thr Leu Thr Gly Val Leu Ser Leu Ser 
180 185 190 



Glu Leu Lys Arg Ser Glu Leu Asn Lys Thr Leu Gin Thr Leu Ser Glu 
195 200 205 



98 



Thr Tyr Phe lie Met Cys Ala Thr Ala Glu Ala Gin Ser Thr Leu Asn 
210 215 220 



Cys Thr Phe Thr lie Lys Leu Asn Asn Thr Met Asn Ala Cys Ala Ala 
225 230 235 240 



lie Ala Ala Leu Glu Arg Val Lys lie Arg Pro Met Glu His Cys Cys 
245 250 255 



Cys Ser Val Arg lie Pro Cys Pro Ser Ser Pro Glu Glu Leu Gly Lys 
260 265 270 



Leu Gin Cys Asp Leu Gin Asp Pro lie Val Cys Leu Ala Asp His Pro 
275 280 285 



Arg Gly Pro Pro Phe Ser Ser Ser Gin Ser lie Pro Val Val Pro Arg 
290 295 300 



Ala Thr Val Leu Ser Gin Val Pro Lys Ala Thr Ser Phe Ala Glu Pro 
305 310 315 320 



Pro Asp Tyr Ser Pro Val Thr His Asn Val Pro Ser Pro lie Gly Glu 
325 330 335 



lie Gin Pro Leu Ser Pro Gin Pro Ser Ala Pro lie Ala Ser Ser Pro 
340 345 350 



Ala lie Asp Met Pro Pro Gin Ser Glu Thr lie Ser Ser Pro Met Pro 
355 360 365 



Gin Thr His Val Ser Gly Thr Pro Pro Pro Val Lys Ala Ser Phe Ser 
370 375 380 



Ser Pro Thr Val Ser Ala Pro Ala Asn Val Asn Thr Thr Ser Ala Pro 
385 390 395 400 



Pro Val Gin Thr Asp lie Val Asn Thr Ser Ser He Ser Asp Leu Glu 
405 410 415 



Asn Gin Val Leu Gin Met Glu Lys Ala Leu Ser Leu Gly Ser Leu Glu 
420 425 430 
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Pro Asn Leu Ala Gly Glu Met lie Asn Gin Val Ser Arg Leu Leu His 
435 440 445 



Ser Pro Pro Asp Met Leu Ala Pro Leu Ala Gin Arg Leu Leu Lys Val 
450 455 460 



Val Asp Asp lie Gly Leu Gin Leu Asn Phe Ser Asn Thr Thr lie Ser 
465 470 475 480 



Leu Thr Ser Pro Ser Leu Ala Leu Ala Val lie Arg Val Asn Ala Ser 
485 490 495 



Ser Phe Asn Thr Thr Thr Phe Val Ala Gin Asp Pro Ala Asn Leu Gin 
500 505 510 



Val Ser Leu Glu Thr Gin Ala Pro Glu Asn Ser lie Gly Thr lie Thr 
515 520 525 



Leu Pro Ser Ser Leu Met Asn Asn Leu Pro Ala His Asp Met Glu Leu 
530 535 540 



Ala Ser Arg Val Gin Phe Asn Phe Phe Glu Thr Pro Ala Leu Phe Gin 
545 550 555 560 



Asp Pro Ser Leu Glu Asn Leu Ser Leu lie Ser Tyr Val lie Ser Ser 
565 570 575 



Ser Val Ala Asn Leu Thr Val Arg Asn Leu Thr Arg Asn Val Thr Val 
580 585 590 



Thr Leu Lys His lie Asn Pro Ser Gin Asp Glu Leu Thr Val Arg Cys 
595 600 605 



Val Phe Trp Asp Leu Gly Arg Asn Gly Gly Arg Gly Gly Trp Ser Asp 
610 615 620 



Asn Gly Cys Ser Val Lys Asp Arg Arg Leu Asn Glu Thr lie Cys Thr 
625 630 635 640 



Cys Ser His Leu Thr Ser Phe Gly Val Leu Leu Asp Leu Ser Arg Thr 
645 650 655 



Ser Val Leu Pro Ala Gin Met Met Ala Leu Thr Phe lie Thr Tyr lie 



100 



660 665 670 



Gly Cys Gly Leu Ser Ser lie Phe Leu Ser Val Thr Leu Val Thr Tyr 
675 680 685 



lie Ala Phe Glu Lys lie Arg Arg Asp Tyr Pro Ser Lys lie Leu lie 
690 695 700 



Gin Leu Cys Ala Ala Leu Leu Leu Leu Asn Leu Val Phe Leu Leu Asp 
705 710 715 720 



Ser Trp lie Ala Leu Tyr Lys Met Gin Gly Leu Cys lie Ser Val Ala 
725 730 735 



Val Phe Leu His Tyr Phe Leu Leu Val Ser Phe Thr Trp Met Gly Leu 
740 745 750 



Glu Ala Phe His Met Tyr Leu Ala Leu Val Lys Val Phe Asn Thr Tyr 
755 760 765 



lie Arg Lys Tyr lie Leu Lys Phe Cys lie Val Gly Trp Gly Val Pro 
770 775 780 



Ala Val Val Val Thr lie lie Leu Thr lie Ser Pro Asp Asn Tyr Gly 
785 790 795 800 



Leu Gly Ser Tyr Gly Lys Phe Pro Asn Gly Ser Pro Asp Asp Phe Cys 
805 810 815 



Trp lie Asn Asn Asn Ala Val Phe Tyr lie Thr Val Val Gly Tyr Phe 
820 825 830 



Cys Val lie Phe Leu Leu Asn Val Ser Met Phe lie Val Val Leu Val 
835 840 845 



Gin Leu Cys Arg lie Lys Lys Lys Lys Gin Leu Gly Ala Gin Arg Lys 
850 855 860 



Thr Ser lie Gin Asp Leu Arg Ser lie Ala Gly Leu Thr Phe Leu Leu 
865 870 875 880 



Gly lie Thr Trp Gly Phe Ala Phe Phe Ala Trp Gly Pro Val Asn Val 
885 890 895 
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Thr Phe Met Tyr Leu Phe Ala lie Phe Asn Thr Leu Gin Gly Phe Phe 
900 905 910 



lie Phe lie Phe Tyr Cys Val Ala Lys Glu Asn Val Arg Lys Gin Trp 
915 920 925 



Arg Arg Tyr Leu Cys Cys Gly Lys Leu Arg Leu Ala Glu Asn Ser Asp 
930 935 940 



Trp Ser Lys Thr Ala Thr Asn Gly Leu Lys Lys Gin Thr Val Asn Gin 
945 950 955 960 



Gly Val Ser Ser Ser Ser Asn Ser Leu Gin Ser Ser Ser Asn Ser Thr 
965 970 975 



Asn Ser Thr Thr Leu Leu Val Asn Asn Asp Cys Ser Val His Ala Ser 
980 985 990 



Gly Asn Gly Asn Ala Ser Thr Glu Arg Asn Gly Val Ser Phe Ser Val 
995 1000 1005 



Gin Asn Gly Asp Val Cys Leu His Asp Phe Thr Gly Lys Gin His 
1010 1015 1020 



Met Phe Asn Glu' Lys Glu Asp Ser Cys Asn Gly Lys Gly Arg Met 
1025 1030 1035 



Ala Leu Arg Arg Thr Ser Lys Arg Gly Ser Leu His Phe lie Glu 
1040 1045 1050 



Gin Met 
1055 



<210> 43 

<211> 1001 

<212> PRT 

<213> Homo sapiens 

<400> 43 

Met Val Phe Ser Val Arg Gin Cys Gly His Val Gly Arg Thr Glu Glu 
15 10 15 



102 



Val Leu Leu Thr Phe Lys lie Phe Leu Val lie lie Cys Leu His Val 
20 25 30 



Val Leu Val Thr Ser Leu Glu Glu Asp Thr Asp Asn Ser Ser Leu Ser 
35 40 45 



Pro Pro Pro Glu Val Glu Thr Thr Ser Leu Asn Asp Val Thr Leu Ser 
50 55 60 



Leu Leu Pro Ser Asn Glu Thr Glu Lys Thr Lys lie Thr lie Val Lys 
65 70 75 80 



Thr Phe Asn Ala Ser Gly Val Lys Pro Gin Arg Asn lie Cys Asn Leu 
85 90 95 



Ser Ser lie Cys Asn Asp Ser Ala Phe Phe Arg Gly Glu lie Met Phe 
100 105 110 



Gin Tyr Asp Lys Glu Ser Thr Val Pro Gin Asn Gin His lie Thr Asn 
115 120 125 



Gly Thr Leu Thr Gly Val Leu Ser Leu Ser Glu Leu Lys Arg Ser Glu 
130 135 140 



Leu Asn Lys Thr Leu Gin Thr Leu Ser Glu Thr Tyr Phe lie Met Cys 
145 150 155 160 



Ala Thr Ala Glu Ala Gin Ser Thr Leu Asn Cys Thr Phe Thr lie Lys 
165 170 175 



Leu Asn Asn Thr Met Asn Ala Cys Ala Ala lie Ala Ala Leu Glu Arg 
180 185 190 



Val Lys lie Arg Pro Met Glu His Cys Cys Cys Ser Val Arg lie Pro 
195 200 205 



Cys Pro Ser Ser Pro Glu Glu Leu Gly Lys Leu Gin Cys Asp Leu Gin 
210 215 220 



Asp Pro lie Val Cys Leu Ala Asp His Pro Arg Gly Pro Pro Phe Ser 
225 230 235 240 



Ser Ser Gin Ser lie Pro Val Val Pro Arg Ala Thr Val Leu Ser Gin 



245 250 255 



Val Pro Lys Ala Thr Ser Phe Ala Glu Pro Pro Asp Tyr Ser Pro Val 
260 265 270 



Thr His Asn Val Pro Ser Pro lie Gly Glu lie Gin Pro Leu Ser Pro 
275 280 285 



Gin Pro Ser Ala Pro lie Ala Ser Ser Pro Ala lie Asp Met Pro Pro 
290 295 300 



Gin Ser Glu Thr lie Ser Ser Pro Met Pro Gin Thr His Val Ser Gly 
305 310 315 320 



Thr Pro Pro Pro Val Lys Ala Ser Phe Ser Ser Pro Thr Val Ser Ala 
325 330 335 



Pro Ala Asn Val Asn Thr Thr Ser Ala Pro Pro Val Gin Thr Asp lie 
340 345 350 



Val Asn Thr Ser Ser lie Ser Asp Leu Glu Asn Gin Val Leu Gin Met 
355 360 365 



Glu Lys Ala Leu Ser Leu Gly Ser Leu Glu Pro Asn Leu Ala Gly Glu 
370 375 380 



Met lie Asn Gin Val Ser Arg Leu Leu His Ser Pro Pro Asp Met Leu 
385 390 395 400 



Ala Pro Leu Ala Gin Arg Leu Leu Lys Val Val Asp Asp lie Gly Leu 
405 410 415 



Gin Leu Asn Phe Ser Asn Thr Thr lie Ser Leu Thr Ser Pro Ser Leu 
420 425 430 



Ala Leu Ala Val lie Arg Val Asn Ala Ser Ser Phe Asn Thr Thr Thr 
435 440 445 



Phe Val Ala Gin Asp Pro Ala Asn Leu Gin Val Ser Leu Glu Thr Gin 
450 455 460 



Ala Pro Glu Asn Ser lie Gly Thr lie Thr Leu Pro Ser Ser Leu Met 
465 470 475 480 



Asn Asn Leu Pro Ala His Asp Met Glu Leu Ala Ser Arg Val Gin Phe 
485 490 495 



Asn Phe Phe Glu Thr Pro Ala Leu Phe Gin Asp Pro Ser Leu Glu Asn 
500 505 510 



Leu Ser Leu lie Ser Tyr Val lie Ser Ser Ser Val Ala Asn Leu Thr 
515 520 525 



Val Arg Asn Leu Thr Arg Asn Val Thr Val Thr Leu Lys His lie Asn 
530 535 540 



Pro Ser Gin Asp Glu Leu Thr Val Arg Cys Val Phe Trp Asp Leu Gly 
545 550 555 560 



Arg Asn Gly Gly Arg Gly Gly Trp Ser Asp Asn Gly Cys Ser Val Lys 
565 570 575 



Asp Arg Arg Leu Asn Glu Thr lie Cys Thr Cys Ser His Leu Thr Ser 
580 585 590 



Phe Gly Val Leu Leu Asp Leu Ser Arg Thr Ser Val Leu Pro Ala Gin 
595 600 605 



Met Met Ala Leu Thr Phe lie Thr Tyr He Gly Cys Gly Leu Ser Ser 
610 615 620 



He Phe Leu Ser Val Thr Leu Val Thr Tyr He Ala Phe Glu Lys He 
625 630 635 640 



Arg Arg Asp Tyr Pro Ser Lys He Leu He Gin Leu Cys Ala Ala Leu 
645 650 655 



Leu Leu Leu Asn Leu Val Phe Leu Leu Asp Ser Trp He Ala Leu Tyr 
660 665 670 



Lys Met Gin Gly Leu Cys He Ser Val Ala Val Phe Leu His Tyr Phe 
675 680 685 



Leu Leu Val Ser Phe Thr Trp Met Gly Leu Glu Ala Phe His Met Tyr 
690 695 700 



Leu Ala Leu Val Lys Val Phe Asn Thr Tyr lie Arg Lys Tyr lie Leu 
705 710 715 720 



Lys Phe Cys lie Val Gly Trp Gly Val Pro Ala Val Val Val Thr He 
725 730 735 



He Leu Thr He Ser Pro Asp Asn Tyr Gly Leu Gly Ser Tyr Gly Lys 
740 745 750 



Phe Pro Asn Gly Ser Pro Asp Asp Phe Cys Trp He Asn Asn Asn Ala 
755 760 765 



Val Phe Tyr He Thr Val Val Gly Tyr Phe Cys Val He Phe Leu Leu 
770 775 780 



Asn Val Ser Met Phe He Val Val Leu Val Gin Leu Cys Arg He Lys 
785 790 795 800 



Lys Lys Lys Gin Leu Gly Ala Gin Arg Lys Thr Ser He Gin Asp Leu 
805 810 815 



Arg Ser He Ala Gly Leu Thr Phe Leu Leu Gly He Thr Trp Gly Phe 
820 825 830 



Ala Phe Phe Ala Trp Gly Pro Val Asn Val Thr Phe Met Tyr Leu Phe 
835 840 845 



Ala He Phe Asn Thr Leu Gin Gly Phe Phe He Phe He Phe Tyr Cys 
850 855 860 



Val Ala Lys Glu Asn Val Arg Lys Gin Trp Arg Arg Tyr Leu Cys Cys 
865 870 875 880 



Gly Lys Leu Arg Leu Ala Glu Asn Ser Asp Trp Ser Lys Thr Ala Thr 
885 890 895 



Asn Gly Leu Lys Lys Gin Thr Val Asn Gin Gly Val Ser Ser Ser Ser 
900 905 910 



Asn Ser Leu Gin Ser Ser Ser Asn Ser Thr Asn Ser Thr Thr Leu Leu 
915 920 925 



Val Asn Asn Asp Cys Ser Val His Ala Ser Gly Asn Gly Asn Ala Ser 
930 935 940 



Thr Glu Arg Asn Gly Val Ser Phe Ser Val Gin Asn Gly Asp Val Cys 
945 950 955 960 



Leu His Asp Phe Thr Gly Lys Gin His Met Phe Asn Glu Lys Glu Asp 
965 970 975 



Ser Cys Asn Gly Lys Gly Arg Met Ala Leu Arg Arg Thr Ser Lys Arg 
980 985 990 



Gly Ser Leu His Phe lie Glu Gin Met 
995 1000 



<210> 44 

<211> 1041 

<212> PRT 

<213> Homo sapiens 

<400> 44 

Gly Ser Gly Gly Gly Gly Ala Glu Ala Ala Gly Gly Gly Arg Arg Ala 
15 10 15 



Ala Ala Pro Glu Arg Gly Lys Gly Gly Pro Asp Gly Ala Ser Ser Gin 
20 25 30 



Pro Glu Asp Ala Ser Gly Arg Cys Ala Gin Arg Phe Ser Thr Leu Phe 
35 40 45 



Ser Glu Leu Ala Val Arg Met Val Phe Ser Val Arg Gin Cys Gly His 
50 55 60 



Val Gly Arg Thr Glu Glu Val Leu Leu Thr Phe Lys lie Phe Leu Val 
65 70 75 80 



lie lie Cys Leu His Val Val Leu Val Thr Ser Leu Glu Glu Asp Thr 
85 90 95 



Asp Asn Ser Ser Leu Ser Pro Pro Pro Glu Val Glu Thr Thr Ser Leu 
100 105 110 



Asn Asp Val Thr Leu Ser Leu Leu Pro Ser Asn Glu Thr Gly Val Lys 
115 120 125 



Pro Gin Arg Asn lie Cys Asn Leu Ser Ser lie Cys Asn Asp Ser Ala 
130 135 140 



Phe Phe Arg Gly Glu lie Met Phe Gin Tyr Asp Lys Glu Ser Thr Val 
145 150 155 160 



Pro Gin Asn Gin His lie Thr Asn Gly Thr Leu Thr Gly Val Leu Ser 
165 170 175 



Leu Ser Glu Leu Lys Arg Ser Glu Leu Asn Lys Thr Leu Gin Thr Leu 
180 185 190 



Ser Glu Thr Tyr Phe lie Met Cys Ala Thr Ala Glu Ala Gin Ser Thr 
195 200 205 



Leu Asn Cys Thr Phe Thr lie Lys Leu Asn Asn Thr Met Asn Ala Cys 
210 215 220 



Ala Ala lie Ala Ala Leu Glu Arg Val Lys lie Arg Pro Met Glu His 
225 230 235 240 



Cys Cys Cys Ser Val Arg lie Pro Cys Pro Ser Ser Pro Glu Glu Leu 
245 250 255 



Gly Lys Leu Gin Cys Asp Leu Gin Asp Pro lie Val Cys Leu Ala Asp 
260 265 270 



His Pro Arg Gly Pro Pro Phe Ser Ser Ser Gin Ser lie Pro Val Val 
275 280 285 



Pro Arg Ala Thr Val Leu Ser Gin Val Pro Lys Ala Thr Ser Phe Ala 
290 295 300 



Glu Pro Pro Asp Tyr Ser Pro Val Thr His Asn Val Pro Ser Pro lie 
305 310 315 320 



Gly Glu lie Gin Pro Leu' Ser Pro Gin Pro Ser Ala Pro lie Ala Ser 
325 330 335 



Ser Pro Ala lie Asp Met Pro Pro Gin Ser Glu Thr lie Ser Ser Pro 
340 345 350 



Met Pro Gin Thr His Val Ser Gly Thr Pro Pro Pro Val Lys Ala Ser 
355 360 365 



Phe Ser Ser Pro Thr Val Ser Ala Pro Ala Asn Val Asn Thr Thr Ser 
370 375 380 



Ala Pro Pro Val Gin Thr Asp lie Val Asn Thr Ser Ser lie Ser Asp 
385 390 395 400 



Leu Glu Asn Gin Val Leu Gin Met Glu Lys Ala Leu Ser Leu Gly Ser 
405 410 415 



Leu Glu Pro Asn Leu Ala Gly Glu Met lie Asn Gin Val Ser Arg Leu 
420 425 430 



Leu His Ser Pro Pro Asp Met Leu Ala Pro Leu Ala Gin Arg Leu Leu 
435 440 445 



Lys Val Val Asp Asp lie Gly Leu Gin Leu Asn Phe Ser Asn Thr Thr 
450 455 460 



lie Ser Leu Thr Ser Pro Ser Leu Ala Leu Ala Val lie Arg Val Asn 
465 470 475 480 



Ala Ser Ser Phe Asn Thr Thr Thr Phe Val Ala Gin Asp Pro Ala Asn 
485 490 495 



Leu Gin Val Ser Leu Glu Thr Gin Ala Pro Glu Asn Ser lie Gly Thr 
500 505 510 



lie Thr Leu Pro Ser Ser Leu Met Asn Asn Leu Pro Ala His Asp Met 
515 520 525 



Glu Leu Ala Ser Arg Val Gin Phe Asn Phe Phe Glu Thr Pro Ala Leu 
530 535 540 



Phe Gin Asp Pro Ser Leu Glu Asn Leu Ser Leu lie Ser Tyr Val lie 
545 550 555 560 



Ser Ser Ser Val Ala Asn Leu Thr Val Arg Asn Leu Thr Arg Asn Val 
565 570 575 



Thr Val Thr Leu Lys His lie Asn Pro Ser Gin Asp Glu Leu Thr Val 
580 585 590 



Arg Cys Val Phe Trp Asp Leu Gly Arg Asn Gly Gly Arg Gly Gly Trp 
595 600 605 



Ser Asp Asn Gly Cys Ser Val Lys Asp Arg Arg Leu Asn Glu Thr lie 
610 615 620 



Cys Thr Cys Ser His Leu Thr Ser Phe Gly Val Leu Leu Asp Leu Ser 
625 630 635 640 



Arg Thr Ser Val Leu Pro Ala Gin Met Met Ala Leu Thr Phe lie Thr 
645 650 655 



Tyr lie Gly Cys Gly Leu Ser Ser lie Phe Leu Ser Val Thr Leu Val 
660 665 670 



Thr Tyr lie Ala Phe Glu Lys lie Arg Arg Asp Tyr Pro Ser Lys lie 
675 680 685 



Leu lie Gin Leu Cys Ala Ala Leu Leu Leu Leu Asn Leu Val Phe Leu 
690 695 700 



Leu Asp Ser Trp lie Ala Leu Tyr Lys Met Gin Gly Leu Cys lie Ser 
705 710 715 720 



Val Ala Val Phe Leu His Tyr Phe Leu Leu Val Ser Phe Thr Trp Met 
725 730 735 



Gly Leu Glu Ala Phe His Met Tyr Leu Ala Leu Val Lys Val Phe Asn 
740 745 750 



Thr Tyr lie Arg Lys Tyr lie Leu Lys Phe Cys lie Val Gly Trp Gly 
755 760 765 



Val Pro Ala Val Val Val Thr lie lie Leu Thr lie Ser Pro Asp Asn 
770 775 780 



Tyr Gly Leu Gly Ser Tyr Gly Lys Phe Pro Asn Gly Ser Pro Asp Asp 
785 790 795 800 



Phe Cys Trp lie Asn Asn Asn Ala Val Phe Tyr lie Thr Val Val Gly 



110 



805 



810 



815 



Tyr Phe Cys Val lie Phe Leu Leu Asn Val Ser Met Phe lie Val Val 
820 825 830 



Leu Val Gin Leu Cys Arg lie Lys Lys Lys Lys Gin Leu Gly Ala Gin 
835 840 845 



Arg Lys Thr Ser lie Gin Asp Leu Arg Ser lie Ala Gly Leu Thr Phe 
850 855 860 



Leu Leu Gly lie Thr Trp Gly Phe Ala Phe Phe Ala Trp Gly Pro Val 
865 870 875 880 



Asn Val Thr Phe Met Tyr Leu Phe Ala lie Phe Asn Thr Leu Gin Gly 
885 890 895 



Phe Phe lie Phe lie Phe Tyr Cys Val Ala Lys Glu Asn Val Arg Lys 
900 905 910 



Gin Trp Arg Arg Tyr Leu Cys Cys Gly Lys Leu Arg Leu Ala Glu Asn 
915 920 925 



Ser Asp Trp Ser Lys Thr Ala Thr Asn Gly Leu Lys Lys Gin Thr Val 
930 935 940 



Asn Gin Gly Val Ser Ser Ser Ser Asn Ser Leu Gin Ser Ser Ser Asn 
945 950 955 960 



Ser Thr Asn Ser Thr Thr Leu Leu Val Asn Asn Asp Cys Ser Val His 
965 970 975 



Ala Ser Gly Asn Gly Asn Ala Ser Thr Glu Arg Asn Gly Val Ser Phe 
980 985 990 



Ser Val Gin Asn Gly Asp Val Cys Leu His Asp Phe Thr Gly Lys Gl 
995 1000 1005 



His Met Phe Asn Glu Lys Glu Asp Ser Cys Asn Gly Lys Gly Arg 
1010 1015 1020 



Met Ala Leu Arg Arg Thr Ser Lys Arg Gly Ser Leu His Phe lie 
1025 1030 1035 



Glu Gin Met 
1040 



<210> 45 

<211> 987 

<212> PRT 

<213> Homo sapiens 

<400> 45 

Met Val Phe Ser Val Arg Gin Cys Gly His Val Gly Arg Thr Glu Glu 
15 10 15 



Val Leu Leu Thr Phe Lys lie Phe Leu Val lie lie Cys Leu His Val 
20 25 30 



Val Leu Val Thr Ser Leu Glu Glu Asp Thr Asp Asn Ser Ser Leu Ser 
35 40 45 



Pro Pro Pro Glu Val Glu Thr Thr Ser Leu Asn Asp Val Thr Leu Ser 
50 55 60 



Leu Leu Pro Ser Asn Glu Thr Gly Val Lys Pro Gin Arg Asn lie Cys 
65 70 75 80 



Asn Leu Ser Ser lie Cys Asn Asp Ser Ala Phe Phe Arg Gly Glu lie 
85 90 95 



Met Phe Gin Tyr Asp Lys Glu Ser Thr Val Pro Gin Asn Gin His lie 
100 105 110 



Thr Asn Gly Thr Leu Thr Gly Val Leu Ser Leu Ser Glu Leu Lys Arg 
115 120 125 



Ser Glu Leu Asn Lys Thr Leu Gin Thr Leu Ser Glu Thr Tyr Phe lie 
130 135 140 



Met Cys Ala Thr Ala Glu Ala Gin Ser Thr Leu Asn Cys Thr Phe Thr 
145 150 155 160 



lie Lys Leu Asn Asn Thr Met Asn Ala Cys Ala Ala lie Ala Ala Leu 
165 170 175 



Glu Arg Val Lys lie Arg Pro Met Glu His Cys Cys Cys Ser Val Arg 
180 185 190 



lie Pro Cys Pro Ser Ser Pro Glu Glu Leu Gly Lys Leu Gin Cys Asp 
195 200 205 



Leu Gin Asp Pro lie Val Cys Leu Ala Asp His Pro Arg Gly Pro Pro 
210 215 220 



Phe Ser Ser Ser Gin Ser lie Pro Val Val Pro Arg Ala Thr Val Leu 
225 230 235 240 



Ser Gin Val Pro Lys Ala Thr Ser Phe Ala Glu Pro Pro Asp Tyr Ser 
245 250 255 



Pro Val Thr His Asn Val Pro Ser Pro lie Gly Glu lie Gin Pro Leu 
260 265 270 



Ser Pro Gin Pro Ser Ala Pro lie Ala Ser Ser Pro Ala lie Asp Met 
275 280 285 



Pro Pro Gin Ser Glu Thr lie Ser Ser Pro Met Pro Gin Thr His Val 
290 295 300 



Ser Gly Thr Pro Pro Pro Val Lys Ala Ser Phe Ser Ser Pro Thr Val 
305 310 315 320 



Ser Ala Pro Ala Asn Val Asn Thr Thr Ser Ala Pro Pro Val Gin Thr 
325 330 335 



Asp lie Val Asn Thr Ser Ser lie Ser Asp Leu Glu Asn Gin Val Leu 
340 345 350 



Gin Met Glu Lys Ala Leu Ser Leu Gly Ser Leu Glu Pro Asn Leu Ala 
355 360 365 



Gly Glu Met lie Asn Gin Val Ser Arg Leu Leu His Ser Pro Pro Asp 
370 375 380 



Met Leu Ala Pro Leu Ala Gin Arg Leu Leu Lys Val Val Asp Asp lie 
385 390 395 400 



Gly Leu Gin Leu Asn Phe Ser Asn Thr Thr lie Ser Leu Thr Ser Pro 



113 



405 410 415 



Ser Leu Ala Leu Ala Val lie Arg Val Asn Ala Ser Ser Phe Asn Thr 
420 425 430 



Thr Thr Phe Val Ala Gin Asp Pro Ala Asn Leu Gin Val Ser Leu Glu 
435 440 445 



Thr Gin Ala Pro Glu Asn Ser lie Gly Thr lie Thr Leu Pro Ser Ser 
450 455 460 



Leu Met Asn Asn Leu Pro Ala His Asp Met Glu Leu Ala Ser Arg Val 
465 470 475 480 



Gin Phe Asn Phe Phe Glu Thr Pro Ala Leu Phe Gin Asp Pro Ser Leu 
485 490 495 



Glu Asn Leu Ser Leu lie Ser Tyr Val lie Ser Ser Ser Val Ala Asn 
500 505 510 



Leu Thr Val Arg Asn Leu Thr Arg Asn Val Thr Val Thr Leu Lys His 
515 520 525 



lie Asn Pro Ser Gin Asp Glu Leu Thr Val Arg Cys Val Phe Trp Asp 
530 535 540 



Leu Gly Arg Asn Gly Gly Arg Gly Gly Trp Ser Asp Asn Gly Cys Ser 
545 550 555 560 



Val Lys Asp Arg Arg Leu Asn Glu Thr lie Cys Thr Cys Ser His Leu 
565 570 575 



Thr Ser Phe Gly Val Leu Leu Asp Leu Ser Arg Thr Ser Val Leu Pro 
580 585 590 



Ala Gin Met Met Ala Leu Thr Phe lie Thr Tyr lie Gly Cys Gly Leu 
595 600 605 



Ser Ser lie Phe Leu Ser Val Thr Leu Val Thr Tyr lie Ala Phe Glu 
610 615 620 



Lys lie Arg Arg Asp Tyr Pro Ser Lys lie Leu lie Gin Leu Cys Ala 
625 630 635 640 



Ala Leu Leu Leu Leu Asn Leu Val Phe Leu Leu Asp Ser Trp lie Ala 
645 650 655 



Leu Tyr Lys Met Gin Gly Leu Cys lie Ser Val Ala Val Phe Leu His 
660 665 670 



Tyr Phe Leu Leu Val Ser Phe Thr Trp Met Gly Leu Glu Ala Phe His 
675 680 685 



Met Tyr Leu Ala Leu Val Lys Val Phe Asn Thr Tyr lie Arg Lys Tyr 
690 695 700 



lie Leu Lys Phe Cys lie Val Gly Trp Gly Val Pro Ala Val Val Val 
705 710 715 720 



Thr lie lie Leu Thr lie Ser Pro Asp Asn Tyr Gly Leu Gly Ser Tyr 
725 730 735 



Gly Lys Phe Pro Asn Gly Ser Pro Asp Asp Phe Cys Trp lie Asn Asn 
740 745 750 



Asn Ala Val Phe Tyr lie Thr Val Val Gly Tyr Phe Cys Val lie Phe 
755 760 765 



Leu Leu Asn Val Ser Met Phe lie Val Val Leu Val Gin Leu Cys Arg 
770 775 780 



lie Lys Lys Lys Lys Gin Leu Gly Ala Gin Arg Lys Thr Ser lie Gin 
785 790 795 800 



Asp Leu Arg Ser lie Ala Gly Leu Thr Phe Leu Leu Gly lie Thr Trp 
805 810 815 



Gly Phe Ala Phe Phe Ala Trp Gly Pro Val Asn Val Thr Phe Met Tyr 
820 825 830 



Leu Phe Ala lie Phe Asn Thr Leu Gin Gly Phe Phe lie Phe lie Phe 
835 840 845 



Tyr Cys Val Ala Lys Glu Asn Val Arg Lys Gin Trp Arg Arg Tyr Leu 
850 855 860 



115 



Cys Cys Gly Lys Leu Arg Leu Ala Glu Asn Ser Asp Trp Ser Lys Thr 
865 870 875 880 



Ala Thr Asn Gly Leu Lys Lys Gin Thr Val Asn Gin Gly Val Ser Ser 
885 890 895 



Ser Ser Asn Ser Leu Gin Ser Ser Ser Asn Ser Thr Asn Ser Thr Thr 
900 905 910 



Leu Leu Val Asn Asn Asp Cys Ser Val His Ala Ser Gly Asn Gly Asn 
915 920 925 



Ala Ser Thr Glu Arg Asn Gly Val Ser Phe Ser Val Gin Asn Gly Asp 
930 935 940 



Val Cys Leu His Asp Phe Thr Gly Lys Gin His Met Phe Asn Glu Lys 
945 950 955 960 



Glu Asp Ser Cys Asn Gly Lys Gly Arg Met Ala Leu Arg Arg Thr Ser 
965 970 975 



Lys Arg Gly Ser Leu His Phe lie Glu Gin Met 
980 985 



<210> 46 

<211> 1049 

<212> PRT 

<213> Homo sapiens 

<400> 46 

Gly Ser Gly Gly Gly Gly Ala Glu Ala Ala Gly Gly Gly Arg Arg Ala 
15 10 15 



Ala Ala Pro Glu Arg Gly Lys Gly Gly Pro Asp Gly Ala Ser Ser Gin 
20 25 30 



Pro Glu Asp Ala Ser Gly Arg Cys Ala Gin Arg Phe Ser Thr Leu Phe 
35 40 45 



Ser Glu Leu Ala Val Arg Met Val Phe Ser Val Arg Gin Cys Gly His 
50 55 60 



Val Gly Arg Thr Glu Glu Val Leu Leu Thr Phe Lys lie Phe Leu Val 



65 



70 



75 



80 



lie lie Cys Leu His Val Val Leu Val Thr Ser Leu Glu Glu Asp Thr 
85 90 95 



Asp Asn Ser Ser Leu Ser Pro Pro Pro Ala Lys Leu Ser Val Val Ser 
100 105 110 



Phe Ala Pro Ser Ser Asn Gly Thr Pro Asp Val Thr Leu Ser Leu Leu 
115 120 125 



Pro Ser Asn Glu Thr Gly Val Lys Pro Gin Arg Asn lie Cys Asn Leu 
130 135 140 



Ser Ser lie Cys Asn Asp Ser Ala Phe Phe Arg Gly Glu lie Met Phe 
145 150 155 160 



Gin Tyr Asp Lys Glu Ser Thr Val Pro Gin Asn Gin His lie Thr Asn 
165 170 175 



Gly Thr Leu Thr Gly Val Leu Ser Leu Ser Glu Leu Lys Arg Ser Glu 
180 185 190 



Leu Asn Lys Thr Leu Gin Thr Leu Ser Glu Thr Tyr Phe lie Met Cys 
195 200 205 



Ala Thr Ala Glu Ala Gin Ser Thr Leu Asn Cys Thr Phe Thr lie Lys 
210 215 220 



Leu Asn Asn Thr Met Asn Ala Cys Ala Ala He Ala Ala Leu Glu Arg 
225 230 235 240 



Val Lys He Arg Pro Met Glu His Cys Cys Cys Ser Val Arg He Pro 
245 250 255 



Cys Pro Ser Ser Pro Glu Glu Leu Gly Lys Leu Gin Cys Asp Leu Gin 
260 265 270 



Asp Pro He Val Cys Leu Ala Asp His Pro Arg Gly Pro Pro Phe Ser 
275 280 285 



Ser Ser Gin Ser He Pro Val Val Pro Arg Ala Thr Val Leu Ser Gin 
290 295 300 



Val Pro Lys Ala Thr Ser Phe Ala Glu Pro Pro Asp Tyr Ser Pro Val 
305 310 315 320 



Thr His Asn Val Pro Ser Pro lie Gly Glu lie Gin Pro Leu Ser Pro 
325 330 335 



Gin Pro Ser Ala Pro lie Ala Ser Ser Pro Ala lie Asp Met Pro Pro 
340 345 350 



Gin Ser Glu Thr lie Ser Ser Pro Met Pro Gin Thr His Val Ser Gly 
355 360 365 



Thr Pro Pro Pro Val Lys Ala Ser Phe Ser Ser Pro Thr Val Ser Ala 
370 375 380 



Pro Ala Asn Val Asn Thr Thr Ser Ala Pro Pro Val Gin Thr Asp lie 
385 390 395 400 



Val Asn Thr Ser Ser lie Ser Asp Leu Glu Asn Gin Val Leu Gin Met 
405 410 415 



Glu Lys Ala Leu Ser Leu Gly Ser Leu Glu Pro Asn Leu Ala Gly Glu 
420 425 430 



Met lie Asn Gin Val Ser Arg Leu Leu His Ser Pro Pro Asp Met Leu 
435 440 445 



Ala Pro Leu Ala Gin Arg Leu Leu Lys Val Val Asp Asp lie Gly Leu 
450 455 460 



Gin Leu Asn Phe Ser Asn Thr Thr lie Ser Leu Thr Ser Pro Ser Leu 
465 470 475 480 



Ala Leu Ala Val lie Arg Val Asn Ala Ser Ser Phe Asn Thr Thr Thr 
485 490 495 



Phe Val Ala Gin Asp Pro Ala Asn Leu Gin Val Ser Leu Glu Thr Gin 
500 505 510 



Ala Pro Glu Asn Ser lie Gly Thr He Thr Leu Pro Ser Ser Leu Met 
515 520 525 



Asn Asn Leu Pro Ala His Asp Met Glu Leu Ala Ser Arg Val Gin Phe 
530 535 540 



Asn Phe Phe Glu Thr Pro Ala Leu Phe Gin Asp Pro Ser Leu Glu Asn 
545 550 555 560 



Leu Ser Leu lie Ser Tyr Val lie Ser Ser Ser Val Ala Asn Leu Thr 
565 570 575 



Val Arg Asn Leu Thr Arg Asn Val Thr Val Thr Leu Lys His lie Asn 
580 585 590 



Pro Ser Gin Asp Glu Leu Thr Val Arg Cys Val Phe Trp Asp Leu Gly 
595 600 605 



Arg Asn Gly Gly Arg Gly Gly Trp Ser Asp Asn Gly Cys Ser Val Lys 
610 615 620 



Asp Arg Arg Leu Asn Glu Thr lie Cys Thr Cys Ser His Leu Thr Ser 
625 630 635 640 



Phe Gly Val Leu Leu Asp Leu Ser Arg Thr Ser Val Leu Pro Ala Gin 
645 650 655 



Met Met Ala Leu Thr Phe lie Thr Tyr lie Gly Cys Gly Leu Ser Ser 
660 665 670 



lie Phe Leu Ser Val Thr Leu Val Thr Tyr lie Ala Phe Glu Lys lie 
675 680 685 



Arg Arg Asp Tyr Pro Ser Lys lie Leu lie Gin Leu Cys Ala Ala Leu 
690 695 700 



Leu Leu Leu Asn Leu Val Phe Leu Leu Asp Ser Trp lie Ala Leu Tyr 
705 710 715 720 



Lys Met Gin Gly Leu Cys lie Ser Val Ala Val Phe Leu His Tyr Phe 
725 730 735 



Leu Leu Val Ser Phe Thr Trp Met Gly Leu Glu Ala Phe His Met Tyr 
740 745 750 



Leu Ala Leu Val Lys Val Phe Asn Thr Tyr lie Arg Lys Tyr He Leu 
755 760 765 



Lys Phe Cys He Val Gly Trp Gly Val Pro Ala Val Val Val Thr He 
770 775 780 



He Leu Thr He Ser Pro Asp Asn Tyr Gly Leu Gly Ser Tyr Gly Lys 
785 790 795 800 



Phe Pro Asn Gly Ser Pro Asp Asp Phe Cys Trp He Asn Asn Asn Ala 
805 810 815 



Val Phe Tyr He Thr Val Val Gly Tyr Phe Cys Val He Phe Leu Leu 
820 825 830 



Asn Val Ser Met Phe He Val Val Leu Val Gin Leu Cys Arg He Lys 
835 840 845 



Lys Lys Lys Gin Leu Gly Ala Gin Arg Lys Thr Ser He Gin Asp Leu 
850 855 860 



Arg Ser He Ala Gly Leu Thr Phe Leu Leu Gly He Thr Trp Gly Phe 
865 870 875 880 



Ala Phe Phe Ala Trp Gly Pro Val Asn Val Thr Phe Met Tyr Leu Phe 
885 890 895 



Ala He Phe Asn Thr Leu Gin Gly Phe Phe He Phe He Phe Tyr Cys 
900 905 910 



Val Ala Lys Glu Asn Val Arg Lys Gin Trp Arg Arg Tyr Leu Cys Cys 
915 920 925 



Gly Lys Leu Arg Leu Ala Glu Asn Ser Asp Trp Ser Lys Thr Ala Thr 
930 935 940 



Asn Gly Leu Lys Lys Gin Thr Val Asn Gin Gly Val Ser Ser Ser Ser 
945 950 955 960 



Asn Ser Leu Gin Ser Ser Ser Asn Ser Thr Asn Ser Thr Thr Leu Leu 
965 970 975 



Val Asn Asn Asp Cys Ser Val His Ala Ser Gly Asn Gly Asn Ala Ser 



980 



985 



990 



Thr Glu Arg Asn Gly Val Ser Phe Ser Val Gin Asn Gly Asp Val Cys 
995 1000 1005 



Leu His Asp Phe Thr Gly Lys Gin His Met Phe Asn Glu Lys Glu 
1010 1015 1020 



Asp Ser Cys Asn Gly Lys Gly Arg Met Ala Leu Arg Arg Thr Ser 
1025 1030 1035 



Lys Arg Gly Ser Leu His Phe lie Glu Gin Met 
1040 1045 



<210> 47 

<211> 995 

<212> PRT 

<213> Homo sapiens 

<400> 47 

Met Val Phe Ser Val Arg Gin Cys Gly His Val Gly Arg Thr Glu Glu 
1 5. 10 15 



Val Leu Leu Thr Phe Lys lie Phe Leu Val lie lie Cys Leu His Val 
20 25 30 



Val Leu Val Thr Ser Leu Glu Glu Asp Thr Asp Asn Ser Ser Leu Ser 
35 40 45 



Pro Pro Pro Ala Lys Leu Ser Val Val Ser Phe Ala Pro Ser Ser Asn 
50 55 60 



Gly Thr Pro Asp Val Thr Leu Ser Leu Leu Pro Ser Asn Glu Thr Gly 
65 70 75 80 



Val Lys Pro Gin Arg Asn lie Cys Asn Leu Ser Ser lie Cys Asn Asp 
85 90 95 



Ser Ala Phe Phe Arg Gly Glu lie Met Phe Gin Tyr Asp Lys Glu Ser 
100 105 110 



Thr Val Pro Gin Asn Gin His lie Thr Asn Gly Thr Leu Thr Gly Val 
115 120 125 



Leu Ser Leu Ser Glu Leu Lys Arg Ser Glu Leu Asn Lys Thr Leu Gin 
130 135 140 



Thr Leu Ser Glu Thr Tyr Phe lie Met Cys Ala Thr Ala Glu Ala Gin 
145 150 155 * 160 



Ser Thr Leu Asn Cys Thr Phe Thr lie Lys Leu Asn Asn Thr Met Asn 
165 170 175 



Ala Cys Ala Ala lie Ala Ala Leu Glu Arg Val Lys lie Arg Pro Met 
180 185 190 



Glu His Cys Cys Cys Ser Val Arg lie Pro Cys Pro Ser Ser Pro Glu 
195 200 205 



Glu Leu Gly Lys Leu Gin Cys Asp Leu Gin Asp Pro lie Val Cys Leu 
210 215 220 



Ala Asp His Pro Arg Gly Pro Pro Phe Ser Ser Ser Gin Ser lie Pro 
225 230 235 240 



Val Val Pro Arg Ala Thr Val Leu Ser Gin Val Pro Lys Ala Thr Ser 
245 250 255 



Phe Ala Glu Pro Pro Asp Tyr Ser Pro Val Thr His Asn Val Pro Ser 
260 265 270 



Pro lie Gly Glu lie Gin Pro Leu Ser Pro Gin Pro Ser Ala Pro lie 
275 280 285 



Ala Ser Ser Pro Ala lie Asp Met Pro Pro Gin Ser Glu Thr lie Ser 
290 295 300 



Ser Pro Met Pro Gin Thr His Val Ser Gly Thr Pro Pro Pro Val Lys 
305 310 315 320 



Ala Ser Phe Ser Ser Pro Thr Val Ser Ala Pro Ala Asn Val Asn Thr 
325 330 335 



Thr Ser Ala Pro Pro Val Gin Thr Asp lie Val Asn Thr Ser Ser lie 
340 345 350 



Ser Asp Leu Glu Asn Gin Val Leu Gin Met Glu Lys Ala Leu Ser Leu 
355 360 365 



Gly Ser Leu Glu Pro Asn Leu Ala Gly Glu Met lie Asn Gin Val Ser 
370 375 380 



Arg Leu Leu His Ser Pro Pro Asp Met Leu Ala Pro Leu Ala Gin Arg 
385 390 395 400 



Leu Leu Lys Val Val Asp Asp lie Gly Leu Gin Leu Asn Phe Ser Asn 
405 410 415 



Thr Thr He Ser Leu Thr Ser Pro Ser Leu Ala Leu Ala Val He Arg 
420 425 430 



Val Asn Ala Ser Ser Phe Asn Thr Thr Thr Phe Val Ala Gin Asp Pro 
435 440 445 



Ala Asn Leu Gin Val Ser Leu Glu Thr Gin Ala Pro Glu Asn Ser He 
450 455 460 



Gly Thr lie Thr Leu Pro Ser Ser Leu Met Asn Asn Leu Pro Ala His 
465 470 475 480 



Asp Met Glu Leu Ala Ser Arg Val Gin Phe Asn Phe Phe Glu Thr Pro 
485 490 495 



Ala Leu Phe Gin Asp Pro Ser Leu Glu Asn Leu Ser Leu He Ser Tyr 
500 505 510 



Val He Ser Ser Ser Val Ala Asn Leu Thr Val Arg Asn Leu Thr Arg 
515 520 525 



Asn Val Thr Val Thr Leu Lys His He Asn Pro Ser Gin Asp Glu Leu 
530 535 540 



Thr Val Arg Cys Val Phe Trp Asp Leu Gly Arg Asn Gly Gly Arg Gly 
545 550 555 560 



Gly Trp Ser Asp Asn Gly Cys Ser Val Lys Asp Arg Arg Leu Asn Glu 
565 570 575 



Thr He Cys Thr Cys Ser His Leu Thr Ser Phe Gly Val Leu Leu Asp 



580 585 590 



Leu Ser Arg Thr Ser Val Leu Pro Ala Gin Met Met Ala Leu Thr Phe 
595 600 605 



lie Thr Tyr lie Gly Cys Gly Leu Ser Ser lie Phe Leu Ser Val Thr 
610 615 620 



Leu Val Thr Tyr lie Ala Phe Glu Lys lie Arg Arg Asp Tyr Pro Ser 
625 630 635 640 



Lys lie Leu lie Gin Leu Cys Ala Ala Leu Leu Leu Leu Asn Leu Val 
645 650 655 



Phe Leu Leu Asp Ser Trp lie Ala Leu Tyr Lys Met Gin Gly Leu Cys 
660 665 670 



lie Ser Val Ala Val Phe Leu His Tyr Phe Leu Leu Val Ser Phe Thr 
675 680 685 



Trp Met Gly Leu Glu Ala Phe His Met Tyr Leu Ala Leu Val Lys Val 
690 695 700 



Phe Asn Thr Tyr lie Arg Lys Tyr lie Leu Lys Phe Cys lie Val Gly 
705 710 715 720 



Trp Gly Val Pro Ala Val Val Val Thr lie lie Leu Thr lie Ser Pro 
725 730 735 



Asp Asn Tyr Gly Leu Gly Ser Tyr Gly Lys Phe Pro Asn Gly Ser Pro 
740 745 750 



Asp Asp Phe Cys Trp lie Asn Asn Asn Ala Val Phe Tyr lie Thr Val 
755 760 765 



Val Gly Tyr Phe Cys Val lie Phe Leu Leu Asn Val Ser Met Phe lie 
770 775 780 



Val Val Leu Val Gin Leu Cys Arg lie Lys Lys Lys Lys Gin Leu Gly 
785 790 795 800 



Ala Gin Arg Lys Thr Ser lie Gin Asp Leu Arg Ser lie Ala Gly Leu 
805 810 815 
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Thr Phe Leu Leu Gly lie Thr Trp Gly Phe Ala Phe Phe Ala Trp Gly 
820 825 830 



Pro Val Asn Val Thr Phe Met Tyr Leu Phe Ala lie Phe Asn Thr Leu 
835 840 845 



Gin Gly Phe Phe lie Phe lie Phe Tyr Cys Val Ala Lys Glu Asn Val 
850 855 860 



Arg Lys Gin Trp Arg Arg Tyr Leu Cys Cys Gly Lys Leu Arg Leu Ala 
865 870 875 880 



Glu Asn Ser Asp Trp Ser Lys Thr Ala Thr Asn Gly Leu Lys Lys Gin 
885 890 895 



Thr Val Asn Gin Gly Val Ser Ser Ser Ser Asn Ser Leu Gin Ser Ser 
900 905 910 



Ser Asn Ser Thr Asn Ser Thr Thr Leu Leu Val Asn Asn Asp Cys Ser 
915 920 925 



Val His Ala Ser Gly Asn Gly Asn Ala Ser Thr Glu Arg Asn Gly Val 
930 935 940 



Ser Phe Ser Val Gin Asn Gly Asp Val Cys Leu His Asp Phe Thr Gly 
945 950 955 960 



Lys Gin His Met Phe Asn Glu Lys Glu Asp Ser Cys Asn Gly Lys Gly 
965 970 975 



Arg Met Ala Leu Arg Arg Thr Ser Lys Arg Gly Ser Leu His Phe He 
980 985 990 



Glu Gin Met 
995 



<210> 48 

<211> 1071 

<212> PRT 

<213> Homo sapiens 



<400> 48 



Gly Ser Gly Gly Gly Gly Ala Glu Ala Ala Gly Gly Gly Arg Arg Ala 
15 10 15 



Ala Ala Pro Glu Arg Gly Lys Gly Gly Pro Asp Gly Ala Ser Ser Gin 
20 25 30 



Pro Glu Asp Ala Ser Gly Arg Cys Ala Gin Arg Phe Ser Thr Leu Phe 
35 40 45 



Ser Glu Leu Ala Val Arg Met Val Phe Ser Val Arg Gin Cys Gly His 
50 55 60 



Val Gly Arg Thr Glu Glu Val Leu Leu Thr Phe Lys lie Phe Leu Val 
65 70 75 80 



lie lie Cys Leu His Val Val Leu Val Thr Ser Leu Glu Glu Asp Thr 
85 90 95 



Asp Asn Ser Ser Leu Ser Pro Pro Pro Ala Lys Leu Ser Val Val Ser 
100 105 110 



Phe Ala Pro Ser Ser Asn Gly Thr Pro Glu Val Glu Thr Thr Ser Leu 
115 120 125 



Asn Asp Val Thr Leu Ser Leu Leu Pro Ser Asn Glu Thr Glu Lys Thr 
130 135 140 



Lys lie Thr lie Val Lys Thr Phe Asn Ala Ser Gly Val Lys Pro Gin 
145 150 155 160 



Arg Asn lie Cys Asn Leu Ser Ser lie Cys Asn Asp Ser Ala Phe Phe 
165 170 175 



Arg Gly Glu lie Met Phe Gin Tyr Asp Lys Glu Ser Thr Val Pro Gin 
180 185 190 



Asn Gin His lie Thr Asn Gly Thr Leu Thr Gly Val Leu Ser Leu Ser 
195 200 205 



Glu Leu Lys Arg Ser Glu Leu Asn Lys Thr Leu Gin Thr Leu Ser Glu 
210 215 220 



Thr Tyr Phe lie Met Cys Ala Thr Ala Glu Ala Gin Ser Thr Leu Asn 



225 230 235 240 



Cys Thr Phe Thr lie Lys Leu Asn Asn Thr Met Asn Ala Cys Ala Ala 
245 250 255 



lie Ala Ala Leu Glu Arg Val Lys lie Arg Pro Met Glu His Cys Cys 
260 265 270 



Cys Ser Val Arg lie Pro Cys Pro Ser Ser Pro Glu Glu Leu Gly Lys 
275 280 285 



Leu Gin Cys Asp Leu Gin Asp Pro lie Val Cys Leu Ala Asp His Pro 
290 295 300 



Arg Gly Pro Pro Phe Ser Ser Ser Gin Ser lie Pro Val Val Pro Arg 
305 310 315 320 



Ala Thr Val Leu Ser Gin Val Pro Lys Ala Thr Ser Phe Ala Glu Pro 
325 330 335 



Pro Asp Tyr Ser Pro Val Thr His Asn Val Pro Ser Pro lie Gly Glu 
340 345 350 



lie Gin Pro Leu Ser Pro Gin Pro Ser Ala Pro lie Ala Ser Ser Pro 
355 360 365 



Ala lie Asp Met Pro Pro Gin Ser Glu Thr lie Ser Ser Pro Met Pro 
370 375 380 



Gin Thr His Val Ser Gly Thr Pro Pro Pro Val Lys Ala Ser Phe Ser 
385 390 395 400 



Ser Pro Thr Val Ser Ala Pro Ala Asn Val Asn Thr Thr Ser Ala Pro 
405 410 415 



Pro Val Gin Thr Asp lie Val Asn Thr Ser Ser lie Ser Asp Leu Glu 
420 425 430 



Asn Gin Val Leu Gin Met Glu Lys Ala Leu Ser Leu Gly Ser Leu Glu 
435 440 445 



Pro Asn Leu Ala Gly Glu Met lie Asn Gin Val Ser Arg Leu Leu His 
450 455 460 



Ser Pro Pro Asp Met Leu Ala Pro Leu Ala Gin Arg Leu Leu Lys Val 
465 470 475 480 



Val Asp Asp lie Gly Leu Gin Leu Asn Phe Ser Asn Thr Thr lie Ser 
485 490 495 



Leu Thr Ser Pro Ser Leu Ala Leu Ala Val lie Arg Val Asn Ala Ser 
500 505 510 



Ser Phe Asn Thr Thr Thr Phe Val Ala Gin Asp Pro Ala Asn Leu Gin 
515 520 525 



Val Ser Leu Glu Thr Gin Ala Pro Glu Asn Ser lie Gly Thr lie Thr 
530 535 540 



Leu Pro Ser Ser Leu Met Asn Asn Leu Pro Ala His Asp Met Glu Leu 
545 550 555 560 



Ala Ser Arg Val Gin Phe Asn Phe Phe Glu Thr Pro Ala Leu Phe Gin 
565 570 575 



Asp Pro Ser Leu Glu Asn Leu Ser Leu lie Ser Tyr Val lie Ser Ser 
580 585 590 



Ser Val Ala Asn Leu Thr Val Arg Asn Leu Thr Arg Asn Val Thr Val 
595 600 605 x 



Thr Leu Lys His lie Asn Pro Ser Gin Asp Glu Leu Thr Val Arg Cys 
610 615 620 



Val Phe Trp Asp Leu Gly Arg Asn Gly Gly Arg Gly Gly Trp Ser Asp 
625 630 635 640 



Asn Gly Cys Ser Val Lys Asp Arg Arg Leu Asn Glu Thr lie Cys Thr 
645 650 655 



Cys Ser His Leu Thr Ser Phe Gly Val Leu Leu Asp Leu Ser Arg Thr 
660 665 670 



Ser Val Leu Pro Ala Gin Met Met Ala Leu Thr Phe lie Thr Tyr lie 
675 680 685 



Gly Cys Gly Leu Ser Ser lie Phe Leu Ser Val Thr Leu Val Thr Tyr 
690 695 700 



lie Ala Phe Glu Lys lie Arg Arg Asp Tyr Pro Ser Lys He Leu He 
705 710 715 720 



Gin Leu Cys Ala Ala Leu Leu Leu Leu Asn Leu Val Phe Leu Leu Asp 
725 730 735 



Ser Trp He Ala Leu Tyr Lys Met Gin Gly Leu Cys lie Ser Val Ala 
740 745 750 



Val Phe Leu His Tyr Phe Leu Leu Val Ser Phe Thr Trp Met Gly Leu 
755 760 765 



Glu Ala Phe His Met Tyr Leu Ala Leu Val Lys Val Phe Asn Thr Tyr 
770 775 780 



He Arg Lys Tyr He Leu Lys Phe Cys He Val Gly Trp Gly Val Pro 
785 790 795 800 



Ala Val Val Val Thr He He Leu Thr He Ser Pro Asp Asn Tyr Gly 
805 810 815 



Leu Gly Ser Tyr Gly Lys Phe Pro Asn Gly Ser Pro Asp Asp Phe Cys 
820 825 830 



Trp He Asn Asn Asn Ala Val Phe Tyr He Thr Val Val Gly Tyr Phe 
835 840 845 



Cys Val He Phe Leu Leu Asn Val Ser Met Phe He Val Val Leu Val 
850 855 860 



Gin Leu Cys Arg He Lys Lys Lys Lys Gin Leu Gly Ala Gin Arg Lys 
865 870 875 880 



Thr Ser He Gin Asp Leu Arg Ser He Ala Gly Leu Thr Phe Leu Leu 
885 890 895 



Gly He Thr Trp Gly Phe Ala Phe Phe Ala Trp Gly Pro Val Asn Val 
900 905 910 



Thr Phe Met Tyr Leu Phe Ala lie Phe Asn Thr Leu Gin Gly Phe Phe 
915 920 925 



lie Phe lie Phe Tyr Cys Val Ala Lys Glu Asn Val Arg Lys Gin Trp 
930 935 940 



Arg Arg Tyr Leu Cys Cys Gly Lys Leu Arg Leu Ala Glu Asn Ser Asp 
945 950 955 960 



Trp Ser Lys Thr Ala Thr Asn Gly Leu Lys Lys Gin Thr Val Asn Gin 
965 970 975 



Gly Val Ser Ser Ser Ser Asn Ser Leu Gin Ser Ser Ser Asn Ser Thr 
980 985 990 



Asn Ser Thr Thr Leu Leu Val Asn Asn Asp Cys Ser Val His Ala Ser 
995 1000 1005 



Gly Asn Gly Asn Ala Ser Thr Glu Arg Asn Gly Val Ser Phe Ser 
1010 1015 1020 



Val Gin Asn Gly Asp Val Cys Leu His Asp Phe Thr Gly Lys Gin 
1025 1030 1035 



His Met Phe Asn Glu Lys Glu Asp Ser Cys Asn Gly Lys Gly Arg 
1040 1045 1050 



Met Ala Leu Arg Arg Thr Ser Lys Arg Gly Ser Leu His Phe lie 
1055 1060 1065 



Glu Gin Met 
1070 



<210> 49 

<211> 1032 

<212> PRT 

<213> Homo sapiens 

<400> 49 

Gin Pro Val Thr Gly Thr Arg Arg Cys Thr Arg Ser Phe Leu Pro lie 
15 10 15 



Ser Ser Glu Leu Pro Val Arg Met Leu Phe Ser Gly Gly Gin Tyr Ser 
20 25 30 



Pro Val Gly Arg Pro Glu Glu Val Leu Leu lie Tyr Lys lie Phe Leu 
35 40 45 



Val lie lie Cys Phe His Val lie Leu Val Thr Ser Leu Lys Glu Asn 
50 55 60 



Gly Asn Ser Ser Leu Leu Ser Pro Ser Ala Glu Ser Ser Leu Val Ser 
65 70 75 80 



Leu lie Pro Tyr Ser Asn Gly Thr Pro Asp Ala Ala Ser Glu Val Leu 
85 90 95 



Ser Thr Leu Asn Lys Thr Glu Lys Ser Lys lie Thr lie Val Lys Thr 
100 105 110 



Phe Asn Ala Ser Gly Val Lys Ser Gin Arg Asn He Cys Asn Leu Ser 
115 120 125 



Ser Leu Cys Asn Asp Ser Val Phe Phe Arg Gly Glu He Val Phe Gin 
130 135 140 



His Asp Glu Asp His Asn Val Thr Gin Asn Gin Asp Thr Ala Asn Gly 
145 150 155 160 



Thr Phe Ala Gly Val Leu Ser Leu Ser Glu Leu Lys Arg Ser Glu Leu 
165 170 175 



Asn Lys Thr Leu Gin Thr Leu Ser Glu Thr Tyr Phe He Val Cys Ala 
180 185 190 



Thr Ala Glu Ala Gin Ser Thr Val Asn Cys Thr Phe Thr Val Lys Leu 
195 200 205 



Asn Glu Thr Met Asn Val Cys Ala Met Met Val Thr Phe Gin Thr Val 
210 215 220 



Gin He Arg Pro Met Glu Gin Cys Cys Cys Ser Pro Arg Thr Pro Cys 
225 230 235 240 



Pro Ser Ser Pro Glu Glu Leu Glu Lys Leu Gin Cys Glu Leu Gin Asp 
245 250 255 



Pro lie Val Cys Leu Ala Asp Gin Pro His Gly Pro Pro Leu Ser Ser 
260 265 270 



Ser Ser Lys Pro Val Val Pro Gin Ala Thr lie lie Ser His Val Ala 
275 280 285 



Ser Asp Phe Ser Leu Ala Glu Pro Leu Asp His Ala Leu Met Thr Pro 
290 295 300 



Ser Thr Pro Ser Leu Thr Gin Glu Ser Asn Leu Pro Ser Pro Gin Pro 
305 310 315 320 



Thr He Pro Leu Ala Ser Ser Pro Ala Thr Asp Leu Pro Val Gin Ser 
325 330 335 



Val Val Val Ser Ser Leu Pro Gin Thr Asp Leu Ser His Thr Leu Ser 
340 345 350 



Pro Val Gin Ser Ser He Pro Ser Pro Thr Thr Pro Ala Pro Ser Val 
355 360 365 



Pro Thr Glu Leu Val Thr He Ser Thr Pro Pro Gly Glu Thr Val Val 
370 375 380 



Asn Thr Ser Thr Val Ser Asp Leu Glu Ala Gin Val Ser Gin Met Glu 
385 390 395 400 



Lys Ala Leu Ser Leu Gly Ser Leu Glu Pro Asn Leu Ala Gly Glu Met 
405 410 415 



Val Asn Arg Val Ser Lys Leu Leu His Ser Pro Pro Ala Leu Leu Ala 
420 425 430 



Pro Leu Ala Gin Arg Leu Leu Lys Val Val Asp Ala He Gly Leu Gin 
435 440 445 



Leu Asn Phe Ser Ser Thr Thr He Ser Leu Thr Ser Pro Ser Leu Ala 
450 455 460 



Leu Ala Val He Arg Val Asn Ala Ser Asn Phe Asn Thr Thr Thr Phe 
465 470 475 480 
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Ala Ala Gin Asp Pro Thr Asn Leu Gin Val Ser Leu Glu Thr Pro Pro 
485 490 495 



Pro Glu Asn Ser lie Gly Ala lie Thr Leu Pro Ser Ser Leu Met Asn 
500 505 510 



Asn Leu Pro Ala Asn Asp Val Glu Leu Ala Ser Arg lie Gin Phe Asn 
515 520 525 



Phe Phe Glu Thr Pro Ala Leu Phe Gin Asp Pro Ser Leu Glu Asn Leu 
530 535 540 



Thr Leu lie Ser Tyr Val lie Ser Ser Ser Val Thr Asn Met Thr lie 
545 550 555 560 



Lys Asn Leu Thr Arg Asn Val Thr. Val Ala Leu Lys His lie Asn Pro 
565 570 575 



Ser Pro Asp Asp Leu Thr Val Lys Cys Val Phe Trp Asp Leu Gly Arg 
580 585 590 



Asn Gly Gly Lys Gly Gly Trp Ser Ser Asp Gly Cys Ser Val Lys Asp 
595 600 605 



Lys Arg Met Asn Glu Thr lie Cys Thr Cys Ser His Leu Thr Ser Phe 
610 615 620 



Gly lie Leu Leu Asp Leu Ser Arg Thr Ser Leu Pro Pro Ser Gin Met 
625 630 635 640 



Met Ala Leu Thr Phe lie Thr Tyr lie Gly Cys Gly Leu Ser Ser lie 
645 650 655 



Phe Leu Ser Val Thr Leu Val Thr Tyr lie Ala Phe Glu Lys He Arg 
660 665 670 



Arg Asp Tyr Pro Ser Lys He Leu He Gin Leu Cys Ala Ala Leu Leu 
675 680 685 



Leu Leu Asn Leu He Phe Leu Leu Asp Ser Trp He Ala Leu Tyr Asn 
690 695 700 



Thr Arg Gly Phe Cys He Ala Val Ala Val Phe Leu His Tyr Phe Leu 



705 710 715 720 



Leu Val Ser Phe Thr Trp Met Gly Leu Glu Ala Phe His Met Tyr Leu 
725 730 735 



Ala Leu Val Lys Val Phe Asn Thr Tyr lie Arg Lys Tyr lie Leu Lys 
740 745 750 



Phe Cys He Val Gly Trp Gly He Pro Ala Val Val Val Ser He Val 
755 760 765 



Leu Thr He Ser Pro Asp Asn Tyr Gly He Gly Ser Tyr Gly Lys Phe 
770 775 780 



Pro Asn Gly Thr Pro Asp Asp Phe Cys Trp He Asn Ser Asn Val Val 
785 790 795 800 



Phe Tyr He Thr Val Val Gly Tyr Phe Cys Val He Phe Leu Leu Asn 
805 810 815 



Val Ser Met Phe He Val Val Leu Val Gin Leu Cys Arg He Lys Lys 
820 825 830 



Lys Lys Gin Leu Gly Ala Gin Arg Lys Thr Ser He Gin Asp Leu Arg 
835 840 845 



Ser He Ala Gly Leu Thr Phe Leu Leu Gly He Thr Trp Gly Phe Ala 
850 855 860 



Phe Phe Ala Trp Gly Pro Val Asn Val Thr Phe Met Tyr Leu Phe Ala 
865 870 875 880 



He Phe Asn Thr Leu Gin Gly Phe Phe He Phe He Phe Tyr Cys Ala 
885 890 895 



Ala Lys Glu Asn Val Arg Lys Gin Trp Arg Arg Tyr Leu Cys Cys Gly 
900 905 910 



Lys Leu Arg Leu Ala Glu Asn Ser Asp Trp Ser Lys Thr Ala Thr Asn 
915 920 925 



Gly Leu Lys Lys Gin Thr Val Asn Gin Gly Val Ser Ser Ser Ser Asn 
930 935 940 



m • 



Ser Leu Gin Ser Ser Cys Asn Ser Thr Asn Ser Thr Thr Leu Leu Val 
945 950 955 960 



Asn Ser Asp Cys Ser Val His Ala Ser Gly Asn Gly Asn Ala Ser Thr 
965 970 975 



Glu Arg Asn Gly Val Ser Phe Ser Val Gin Asn Gly Asp Val Cys Leu 
980 985 990 



His Asp Leu Thr Gly Lys Gin His Met Phe Ser Asp Lys Glu Asp Ser 
995 1000 1005 



Cys Asn Gly Lys Ser Arg lie Ala Leu Arg Arg Thr Ser Lys Arg 
1010 1015 1020 



Gly Ser Leu His Phe lie Glu Gin Met 
1025 1030 



<210> 50 

<211> 1016 

<212> PRT 

<213> Homo sapiens 

<400> 50 

Gin Pro Val Thr Gly Thr Arg Arg Cys Thr Arg Ser Phe Leu Pro lie 
15 10 15 



Ser Ser Glu Leu Pro Val Arg Met Leu Phe Ser Gly Gly Gin Tyr Ser 
20 25 30 



Pro Val Gly Arg Pro Glu Glu Val Leu Leu He Tyr Lys He Phe Leu 
35 40 45 



Val He He Cys Phe His Val He Leu Val Thr Ser Leu Lys Glu Asn 
50 55 60 



Gly Asn Ser Ser Leu Leu Ser Pro Ser Asp Ala Ala Ser Glu Val Leu 
65 70 75 80 



Ser Thr Leu Asn Lys Thr Glu Lys Ser Lys He Thr He Val Lys Thr 
85 90 95 
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Phe Asn Ala Ser Gly Val Lys Ser Gin Arg Asn lie Cys Asn Leu Ser 
100 105 110 



Ser Leu Cys Asn Asp Ser Val Phe Phe Arg Gly Glu lie Val Phe Gin 
115 120 125 



His Asp Glu Asp His Asn Val Thr Gin Asn Gin Asp Thr Ala Asn Gly 
130 135 140 



Thr Phe Ala Gly Val Leu Ser Leu Ser Glu Leu Lys Arg Ser Glu Leu 
145 150 155 160 



Asn Lys Thr Leu Gin Thr Leu Ser Glu Thr Tyr Phe lie Val Cys Ala 
165 170 175 



Thr Ala Glu Ala Gin Ser Thr Val Asn Cys Thr Phe Thr Val Lys Leu 
180 185 190 



Asn Glu Thr Met Asn Val Cys Ala Met Met Val Thr Phe Gin Thr Val 
195 200 205 



Gin lie Arg Pro Met Glu Gin Cys Cys Cys Ser Pro Arg Thr Pro Cys 
210 215 220 



Pro Ser Ser Pro Glu Glu Leu Glu Lys Leu Gin Cys Glu Leu Gin Asp 
225 230 235 240 



Pro lie Val Cys Leu Ala Asp Gin Pro His Gly Pro Pro Leu Ser Ser 
245 250 255 



Ser Ser Lys Pro Val Val Pro Gin Ala Thr lie lie Ser His Val Ala 
260 265 270 



Ser Asp Phe Ser Leu Ala Glu Pro Leu Asp His Ala Leu Met Thr Pro 
275 280 285 



Ser Thr Pro Ser Leu Thr Gin Glu Ser Asn Leu Pro Ser Pro Gin Pro 
290 295 300 



Thr lie Pro Leu Ala Ser Ser Pro Ala Thr Asp Leu Pro Val Gin Ser 
305 310 315 320 



Val Val Val Ser Ser Leu Pro Gin Thr Asp Leu Ser His Thr Leu Ser 



325 330 335 



Pro Val Gin Ser Ser lie Pro Ser Pro Thr Thr Pro Ala Pro Ser Val 
340 345 350 



Pro Thr Glu Leu Val Thr lie Ser Thr Pro Pro Gly Glu Thr Val Val 
355 360 365 



Asn Thr Ser Thr Val Ser Asp Leu Glu Ala Gin Val Ser Gin Met Glu 

370 375 380 



Lys Ala Leu Ser Leu Gly Ser Leu Glu Pro Asn Leu Ala Gly Glu Met 
385 390 395 400 



Val Asn Arg Val Ser Lys Leu Leu His Ser Pro Pro Ala Leu Leu Ala 
405 410 415 



Pro Leu Ala Gin Arg Leu Leu Lys Val Val Asp Ala lie Gly Leu Gin 
420 425 430 



Leu Asn Phe Ser Ser Thr Thr lie Ser Leu Thr Ser Pro Ser Leu Ala 
435 440 445 



Leu Ala Val lie Arg Val Asn Ala Ser Asn Phe Asn Thr Thr Thr Phe 
450 455 460 



Ala Ala Gin Asp Pro Thr Asn Leu Gin Val Ser Leu Glu Thr Pro Pro 
465 470 475 480 



Pro Glu Asn Ser lie Gly Ala lie Thr Leu Pro Ser Ser Leu Met Asn 
485 490 495 



Asn Leu Pro Ala Asn Asp Val Glu Leu Ala Ser Arg lie Gin Phe Asn 
500 505 510 



Phe Phe Glu Thr Pro Ala Leu Phe Gin Asp Pro Ser Leu Glu Asn Leu 
515 520 525 



Thr Leu lie Ser Tyr Val lie Ser Ser Ser Val Thr Asn Met Thr lie 
530 535 540 



Lys Asn Leu Thr Arg Asn Val Thr Val Ala Leu Lys His lie Asn Pro 
545 550 555 560 
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Ser Pro Asp Asp Leu Thr Val Lys Cys Val Phe Trp Asp Leu Gly Arg 
565 570 575 



Asn Gly Gly Lys Gly Gly Trp Ser Ser Asp Gly Cys Ser Val Lys Asp 
580 585 590 



Lys Arg Met Asn Glu Thr lie Cys Thr Cys Ser His Leu Thr Ser Phe 
595 600 605 



Gly lie Leu Leu Asp Leu Ser Arg Thr Ser Leu Pro Pro Ser Gin Met 
610 615 620 



Met Ala Leu Thr Phe lie Thr Tyr lie Gly Cys Gly Leu Ser Ser lie 
625 630 635 640 



Phe Leu Ser Val Thr Leu Val Thr Tyr lie Ala Phe Glu Lys lie Arg 
645 650 655 



Arg Asp Tyr Pro Ser Lys lie Leu lie Gin Leu Cys Ala Ala Leu Leu 
660 665 670 



Leu Leu Asn Leu lie Phe Leu Leu Asp Ser Trp lie Ala Leu Tyr Asn 
675 680 685 



Thr Arg Gly Phe Cys lie Ala Val Ala Val Phe Leu His Tyr Phe Leu 
690 695 700 



Leu Val Ser Phe Thr Trp Met Gly Leu Glu Ala Phe His Met Tyr Leu 
705 710 715 720 



Ala Leu Val Lys Val Phe Asn Thr Tyr lie Arg Lys Tyr lie Leu Lys 
725 730 735 



Phe Cys lie Val Gly Trp Gly He Pro Ala Val Val Val Ser He Val 
740 745 750 



Leu Thr He Ser Pro Asp Asn Tyr Gly He Gly Ser Tyr Gly Lys Phe 
755 760 765 



Pro Asn Gly Thr Pro Asp Asp Phe Cys Trp He Asn Ser Asn Val Val 
770 775 780 
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Phe Tyr lie Thr Val Val Gly Tyr Phe Cys Val lie Phe Leu Leu Asn 
785 790 795 800 



Val Ser Met Phe lie Val Val Leu Val Gin Leu Cys Arg lie Lys Lys 
805 810 815 



Lys Lys Gin Leu Gly Ala Gin Arg Lys Thr Ser lie Gin Asp Leu Arg 
820 825 830 



Ser lie Ala Gly Leu Thr Phe Leu Leu Gly lie Thr Trp Gly Phe Ala 
835 840 845 



Phe Phe Ala Trp Gly Pro Val Asn Val Thr Phe Met Tyr Leu Phe Ala 
850 855 860 



lie Phe Asn Thr Leu Gin Gly Phe Phe lie Phe lie Phe Tyr Cys Ala 
865 870 875 880 



Ala Lys Glu Asn Val Arg Lys Gin Trp Arg Arg Tyr Leu Cys Cys Gly 
885 890 895 



Lys Leu Arg Leu Ala Glu Asn Ser Asp Trp Ser Lys Thr Ala Thr Asn 
900 905 910 



Gly Leu Lys Lys Gin Thr Val Asn Gin Gly Val Ser Ser Ser Ser Asn 
915 920 925 



Ser Leu Gin Ser Ser Cys Asn Ser Thr Asn Ser Thr Thr Leu Leu Val 
930 935 940 



Asn Ser Asp Cys Ser Val His Ala Ser Gly Asn Gly Asn Ala Ser Thr 
945 950 955 960 



Glu Arg Asn Gly Val Ser Phe Ser Val Gin Asn Gly Asp Val Cys Leu 
965 970 975 



His Asp Leu Thr Gly Lys Gin His Met Phe Ser Asp Lys Glu Asp Ser 
980 985 990 



Cys Asn Gly Lys Ser Arg lie Ala Leu Arg Arg Thr Ser Lys Arg Gly 
995 1000 1005 
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Ser Leu His Phe lie Glu Gin Met 
1010 1015 
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Met Leu Phe Ser Gly Gly Gin Tyr Ser Pro Val Gly Arg Pro Glu Glu 
15 10 15 



Val Leu Leu lie Tyr Lys lie Phe Leu Val lie lie Cys Phe His Val 
20 25 30 



lie Leu Val Thr Ser Leu Lys Glu Asn Gly Asn Ser Ser Leu Leu Ser 
35 40 45 



Pro Ser Asp Ala Ala Ser Glu Val Leu Ser Thr Leu Asn Lys Thr Glu 
50 55 60 



Lys Ser Lys lie Thr lie Val Lys Thr Phe Asn Ala Ser Gly Val Lys 
65 . 70 75 80 



Ser Gin Arg Asn lie Cys Asn Leu Ser Ser Leu Cys Asn Asp Ser Val 
85 90 95 



Phe Phe Arg Gly Glu lie Val Phe Gin His Asp Glu Asp His Asn Val 
100 105 110 



Thr Gin Asn Gin Asp Thr Ala Asn Gly Thr Phe Ala Gly Val Leu Ser 
115 120 125 



Leu Ser Glu Leu Lys Arg Ser Glu Leu Asn Lys Thr Leu Gin Thr Leu 
130 135 140 



Ser Glu Thr Tyr Phe lie Val Cys Ala Thr Ala Glu Ala Gin Ser Thr 
145 150 155 160 



Val Asn Cys Thr Phe Thr Val Lys Leu Asn Glu Thr Met Asn Val Cys 
165 170 175 



Ala Met Met Val Thr Phe Gin Thr Val Gin lie Arg Pro Met Glu Gin 
180 185 190 
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Cys Cys Cys Ser Pro Arg Thr Pro Cys Pro Ser Ser Pro Glu Glu Leu 
195 200 205 



Glu Lys Leu Gin Cys Glu Leu Gin Asp Pro lie Val Cys Leu Ala Asp 
210 215 220 



Gin Pro His Gly Pro Pro Leu Ser Ser Ser Ser Lys Pro Val Val Pro 
225 230 235 240 



Gin Ala Thr lie lie Ser His Val Ala Ser Asp Phe Ser Leu Ala Glu 
245 250 255 



Pro Leu Asp His Ala Leu Met Thr Pro Ser Thr Pro Ser Leu Thr Gin 
260 265 270 



Glu Ser Asn Leu Pro Ser Pro Gin Pro Thr lie Pro Leu Ala Ser Ser 
275 280 285 



Pro Ala Thr Asp Leu Pro Val Gin Ser Val Val Val Ser Ser Leu Pro 
290 295 300 



Gin Thr Asp Leu Ser His Thr Leu Ser Pro Val Gin Ser Ser lie Pro 
305 310 315 320 



Ser Pro Thr Thr Pro Ala Pro Ser Val Pro Thr Glu Leu Val Thr lie 
325 330 335 



Ser Thr Pro Pro Gly Glu Thr Val Val Asn Thr Ser Thr Val Ser Asp 
340 345 350 



Leu Glu Ala Gin Val Ser Gin Met Glu Lys Ala Leu Ser Leu Gly Ser 
355 360 365 



Leu Glu Pro Asn Leu Ala Gly Glu Met Val Asn Arg Val Ser Lys Leu 
370 375 380 



Leu His Ser Pro Pro Ala Leu Leu Ala Pro Leu Ala Gin Arg Leu Leu 
385 390 395 400 



Lys Val Val Asp Ala He Gly Leu Gin Leu Asn Phe Ser Ser Thr Thr 
405 410 415 



lie Ser Leu Thr Ser Pro Ser Leu Ala Leu Ala Val lie Arg Val Asn 
420 425 430 



Ala Ser Asn Phe Asn Thr Thr Thr Phe Ala Ala Gin Asp Pro Thr Asn 
435 440 445 



Leu Gin Val Ser Leu Glu Thr Pro Pro Pro Glu Asn Ser lie Gly Ala 
450 455 460 



lie Thr Leu Pro Ser Ser Leu Met Asn Asn Leu Pro Ala Asn Asp Val 
465 470 475 480 



Glu Leu Ala Ser Arg lie Gin Phe Asn Phe Phe Glu Thr Pro Ala Leu 
485 490 495 



Phe Gin Asp Pro Ser Leu Glu Asn Leu Thr Leu lie Ser Tyr Val lie 
500 505 510 



Ser Ser Ser Val Thr Asn Met Thr lie Lys Asn Leu Thr Arg Asn Val 
515 520 525 



Thr Val Ala Leu Lys His lie Asn Pro Ser Pro Asp Asp Leu Thr Val 
530 535 540 



Lys Cys Val Phe Trp Asp Leu Gly Arg Asn Gly Gly Lys Gly Gly Trp 
545 550 555 560 



Ser Ser Asp Gly Cys Ser Val Lys Asp Lys Arg Met Asn Glu Thr lie 
565 570 575 



Cys Thr Cys Ser His Leu Thr Ser Phe Gly lie Leu Leu Asp Leu Ser 
580 585 590 



Arg Thr Ser Leu Pro Pro Ser Gin Met Met Ala Leu Thr Phe lie Thr 
595 600 605 



Tyr lie Gly Cys Gly Leu Ser Ser lie Phe Leu Ser Val Thr Leu Val 
610 615 620 



Thr Tyr lie Ala Phe Glu Lys lie Arg Arg Asp Tyr Pro Ser Lys lie 
625 630 635 640 



Leu lie Gin Leu Cys Ala Ala Leu Leu Leu Leu Asn Leu lie Phe Leu 
645 650 655 



Leu Asp Ser Trp lie Ala Leu Tyr Asn Thr Arg Gly Phe Cys lie Ala 
660 665 670 



Val Ala Val Phe Leu His Tyr Phe Leu Leu Val Ser Phe Thr Trp Met 
675 680 685 



Gly Leu Glu Ala Phe His Met Tyr Leu Ala Leu Val Lys Val Phe Asn 
690 695 700 



Thr Tyr lie Arg Lys Tyr lie Leu Lys Phe Cys lie Val Gly Trp Gly 
705 710 715 720 



lie Pro Ala Val Val Val Ser lie Val Leu Thr lie Ser Pro Asp Asn 
725 730 735 



Tyr Gly lie Gly Ser Tyr Gly Lys Phe Pro Asn Gly Thr Pro Asp Asp 
740 745 750 



Phe Cys Trp lie Asn Ser Asn Val Val Phe Tyr lie Thr Val Val Gly 
755 760 765 



Tyr Phe Cys Val lie Phe Leu Leu Asn Val Ser Met Phe lie Val Val 
770 775 780 



Leu Val Gin Leu Cys Arg lie Lys Lys Lys Lys Gin Leu Gly Ala Gin 
785 790 795 800 



Arg Lys Thr Ser lie Gin Asp Leu Arg Ser lie Ala Gly Leu Thr Phe 
805 810 815 



Leu Leu Gly lie Thr Trp Gly Phe Ala Phe Phe Ala Trp Gly Pro Val 
820 825 830 



Asn Val Thr Phe Met Tyr Leu Phe Ala lie Phe Asn Thr Leu Gin Gly 
835 840 845 



Phe Phe lie Phe lie Phe Tyr Cys Ala Ala Lys Glu Asn Val Arg Lys 
850 855 860 



Gin Trp Arg Arg Tyr Leu Cys Cys Gly Lys Leu Arg Leu Ala Glu Asn 
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865 870 875 880 



Ser Asp Trp Ser Lys Thr Ala Thr Asn Gly Leu Lys Lys Gin Thr Val 
885 890 895 



Asn Gin Gly Val Ser Ser Ser Ser Asn Ser Leu Gin Ser Ser Cys Asn 
900 905 910 



Ser Thr Asn Ser Thr Thr Leu Leu Val Asn Ser Asp Cys Ser Val His 
915 920 925 



Ala Ser Gly Asn Gly Asn Ala Ser Thr Glu Arg Asn Gly Val Ser Phe 
930 935 940 



Ser Val Gin Asn Gly Asp Val Cys Leu His Asp Leu Thr Gly Lys Gin 
945 950 955 960 



His Met Phe Ser Asp Lys Glu Asp Ser Cys Asn Gly Lys Ser Arg lie 
965 970 975 



Ala Leu Arg Arg Thr Ser Lys Arg Gly Ser Leu His Phe lie Glu Gin 
980 985 990 



Met 



<210> 52 

<211> 1029 

<212> PRT 

<213> Homo sapiens 

<400> 52 

Gin Pro Val Thr Gly Thr Arg Arg Cys Thr Arg Ser Phe Leu Pro lie 
15 10 15 



Ser Ser Glu Leu Pro Val Arg Met Leu Phe Ser Gly Gly Gin Tyr Ser 
20 25 30 



Pro Val Gly Arg Pro Glu Glu Val Leu Leu lie Tyr Lys lie Phe Leu 
35 40 45 



Val lie lie Cys Phe His Val lie Leu Val Thr Ser Leu Lys Glu Asn 
50 55 60 
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Gly Asn Ser Ser Leu Leu Ser Pro Ser Ala Glu Ser Ser Leu Val Ser 
65 70 75 80 



Leu lie Pro Tyr Ser Asn Asp Ala Ala Ser Glu Val Leu Ser Thr Leu 
85 90 95 



Asn Lys Thr Glu Lys Ser Lys He Thr He Val Lys Thr Phe Asn Ala 
100 105 110 



Ser Gly Val Lys Ser Gin Arg Asn lie Cys Asn Leu Ser Ser Leu Cys 
115 120 125 



Asn Asp Ser Val Phe Phe Arg Gly Glu He Val Phe Gin His Asp Glu 
130 135 140 



Asp His Asn Val Thr Gin Asn Gin Asp Thr Ala Asn Gly Thr Phe Ala 
145 150 155 160 



Gly Val Leu Ser Leu Ser Glu Leu Lys Arg Ser Glu Leu Asn Lys Thr 
165 170 175 



Leu Gin Thr Leu Ser Glu Thr Tyr Phe He Val Cys Ala Thr Ala Glu 
180 185 190 



Ala Gin Ser Thr Val Asn Cys Thr Phe Thr Val Lys Leu Asn Glu Thr 
195 200 205 



Met Asn Val Cys Ala Met Met Val Thr Phe Gin Thr Val Gin He Arg 
210 215 220 



Pro Met Glu Gin Cys Cys Cys Ser Pro Arg Thr Pro Cys Pro Ser Ser 
225 230 235 240 



Pro Glu Glu Leu Glu Lys Leu Gin Cys Glu Leu Gin Asp Pro He Val 
245 250 255 



Cys Leu Ala Asp Gin Pro His Gly Pro Pro Leu Ser Ser Ser Ser Lys 
260 265 270 



Pro Val Val Pro Gin Ala Thr He He Ser His Val Ala Ser Asp Phe 
275 280 285 
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Ser Leu Ala Glu Pro Leu Asp His Ala Leu Met Thr Pro Ser Thr Pro 
290 295 300 



Ser Leu Thr Gin Glu Ser Asn Leu Pro Ser Pro Gin Pro Thr lie Pro 
305 310 315 320 



Leu Ala Ser Ser Pro Ala Thr Asp Leu Pro Val Gin Ser Val Val Val 
325 330 335 



Ser Ser Leu Pro Gin Thr Asp Leu Ser His Thr Leu Ser Pro Val Gin 
340 345 350 



Ser Ser lie Pro Ser Pro Thr Thr Pro Ala Pro Ser Val Pro Thr Glu 
355 360 365 



Leu Val Thr lie Ser Thr Pro Pro Gly Glu Thr Val Val Asn Thr Ser 
370 375 380 



Thr Val Ser Asp Leu Glu Ala Gin Val Ser Gin Met Glu Lys Ala Leu 
385 390 395 400 



Ser Leu Gly Ser Leu Glu Pro Asn Leu Ala Gly Glu Met Val Asn Arg 
405 410 415 



Val Ser Lys Leu Leu His Ser Pro Pro Ala Leu Leu Ala Pro Leu Ala 
420 425 430 



Gin Arg Leu Leu Lys Val Val Asp Ala lie Gly Leu Gin Leu Asn Phe 
435 440 445 



Ser Ser Thr Thr lie Ser Leu Thr Ser Pro Ser Leu Ala Leu Ala Val 
450 455 460 



lie Arg Val Asn Ala Ser Asn Phe Asn Thr Thr Thr Phe Ala Ala Gin 
465 470 475 480 



Asp Pro Thr Asn Leu Gin Val Ser Leu Glu Thr Pro Pro Pro Glu Asn 
485 490 495 



Ser lie Gly Ala lie Thr Leu Pro Ser Ser Leu Met Asn Asn Leu Pro 
500 505 510 



Ala Asn Asp Val Glu Leu Ala Ser Arg lie Gin Phe Asn Phe Phe Glu 
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515 520 525 



Thr Pro Ala Leu Phe Gin Asp Pro Ser Leu Glu Asn Leu Thr Leu lie 
530 535 540 



Ser Tyr Val lie Ser Ser Ser Val Thr Asn Met Thr lie Lys Asn Leu 
545 550 555 560 



Thr Arg Asn Val Thr Val Ala Leu Lys His lie Asn Pro Ser Pro Asp 
565 570 575 



Asp Leu Thr Val Lys Cys Val Phe Trp Asp Leu Gly Arg Asn Gly Gly 
580 585 590 



Lys Gly Gly Trp Ser Ser Asp Gly Cys Ser Val Lys Asp Lys Arg Met 
595 600 605 



Asn Glu Thr lie Cys Thr Cys Ser His Leu Thr Ser Phe Gly lie Leu 
610 615 620 



Leu Asp Leu Ser Arg Thr Ser Leu Pro Pro Ser Gin Met Met Ala Leu 
625 630 635 640 



Thr Phe lie Thr Tyr lie Gly Cys Gly Leu Ser Ser lie Phe Leu Ser 
645 650 655 



Val Thr Leu Val Thr Tyr lie Ala Phe Glu Lys lie Arg Arg Asp Tyr 
660 665 670 



Pro Ser Lys lie Leu lie Gin Leu Cys Ala Ala Leu Leu Leu Leu Asn 
675 680 685 



Leu lie Phe Leu Leu Asp Ser Trp lie Ala Leu Tyr Asn Thr Arg Gly 
690 695 700 



Phe Cys lie Ala Val Ala Val Phe Leu His Tyr Phe Leu Leu Val Ser 
705 710 715 720 



Phe Thr Trp Met Gly Leu Glu Ala Phe His Met Tyr Leu Ala Leu Val 
725 730 735 



Lys Val Phe Asn Thr Tyr lie Arg Lys Tyr lie Leu Lys Phe Cys lie 
740 745 750 
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Val Gly Trp Gly He Pro Ala Val Val Val Ser He Val Leu Thr He 
755 760 765 



Ser Pro Asp Asn Tyr Gly He Gly Ser Tyr Gly Lys Phe Pro Asn Gly 
770 775 780 



Thr Pro Asp Asp Phe Cys Trp He Asn Ser Asn Val Val Phe Tyr»Ile 
785 790 795 800 



Thr Val Val Gly Tyr Phe Cys Val He Phe Leu Leu Asn Val Ser Met 
805 810 815 



Phe He Val Val Leu Val Gin Leu Cys Arg He Lys Lys Lys Lys Gin 
820 825 830 



Leu Gly Ala Gin Arg Lys Thr Ser He Gin Asp Leu Arg Ser He Ala 
835 840 845 



Gly Leu Thr Phe Leu Leu Gly He Thr Trp Gly Phe Ala Phe Phe Ala 
850 855 860 



Trp Gly Pro Val Asn Val Thr Phe Met Tyr Leu Phe Ala He Phe Asn 
865 870 875 880 



Thr Leu Gin Gly Phe Phe He Phe He Phe Tyr Cys Ala Ala Lys Glu 
885 890 895 



Asn Val Arg Lys Gin Trp Arg Arg Tyr Leu Cys Cys Gly Lys Leu Arg 
900 905 910 



Leu Ala Glu Asn Ser Asp Trp Ser Lys Thr Ala Thr Asn Gly Leu Lys 
915 920 925 



Lys Gin Thr Val Asn Gin Gly Val Ser Ser Ser Ser Asn Ser Leu Gin 
930 935 940 



Ser Ser Cys Asn Ser Thr Asn Ser Thr Thr Leu Leu Val Asn Ser Asp 
945 950 955 960 



Cys Ser Val His Ala Ser Gly Asn Gly Asn Ala Ser Thr Glu Arg Asn 
965 970 975 



Gly Val Ser Phe Ser Val Gin Asn Gly Asp Val Cys Leu His Asp Leu 
980 985 990 



Thr Gly Lys Gin His Met Phe Ser Asp Lys Glu Asp Ser Cys Asn Gly 
995 1000 1005 



Lys Ser Arg lie Ala Leu Arg Arg Thr Ser Lys Arg Gly Ser Leu 
1010 1015 1020 



His Phe lie Glu Gin Met 
1025 



<210> 53 

<211> 1006 

<212> PRT 

<213> Homo sapiens 

<400> 53 

Met Leu Phe Ser Gly Gly Gin Tyr Ser Pro Val Gly Arg Pro Glu Glu 
15 10 15 



Val Leu Leu lie Tyr Lys lie Phe Leu Val lie lie Cys Phe His Val 
20 25 30 



lie Leu Val Thr Ser Leu Lys Glu Asn Gly Asn Ser Ser Leu Leu Ser 
35 40 45 



Pro Ser Ala Glu Ser Ser Leu Val Ser Leu lie Pro Tyr Ser Asn Asp 
50 55 60 



Ala Ala Ser Glu Val Leu Ser Thr Leu Asn Lys Thr Glu Lys Ser Lys 
65 70 75 80 



lie Thr lie Val Lys Thr Phe Asn Ala Ser Gly Val Lys Ser Gin Arg 
85 90 95 



Asn lie Cys Asn Leu Ser Ser Leu Cys Asn Asp Ser Val Phe Phe Arg 
100 105 110 



Gly Glu lie Val Phe Gin His Asp Glu Asp His Asn Val Thr Gin Asn 
115 120 125 



Gin Asp Thr Ala Asn Gly Thr Phe Ala Gly Val Leu Ser Leu Ser Glu 
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130 135 140 



Leu Lys Arg Ser Glu Leu Asn Lys Thr Leu Gin Thr Leu Ser Glu Thr 
145 150 155 160 



Tyr Phe lie Val Cys Ala Thr Ala Glu Ala Gin Ser Thr Val Asn Cys 
165 170 175 



Thr Phe Thr Val Lys Leu Asn Glu Thr Met Asn Val Cys Ala Met Met 
180 185 190 



Val Thr Phe Gin Thr Val Gin lie Arg Pro Met Glu Gin Cys Cys Cys 
195 200 205 



Ser Pro Arg Thr Pro Cys Pro Ser Ser Pro Glu Glu Leu Glu Lys Leu 
210 215 220 



Gin Cys Glu Leu Gin Asp Pro lie Val Cys Leu Ala Asp Gin Pro His 
225 230 235 240 



Gly Pro Pro Leu Ser Ser Ser Ser Lys Pro Val Val Pro Gin Ala Thr 
245 250 255 



lie lie Ser His Val Ala Ser Asp Phe Ser Leu Ala Glu Pro Leu Asp 
260 265 270 



His Ala Leu Met Thr Pro Ser Thr Pro Ser Leu Thr Gin Glu Ser Asn 
275 280 285 



Leu Pro Ser Pro Gin Pro Thr lie Pro Leu Ala Ser Ser Pro Ala Thr 
290 295 300 



Asp Leu Pro Val Gin Ser Val Val Val Ser Ser Leu Pro Gin Thr Asp 
305 310 315 320 



Leu Ser His Thr Leu Ser Pro Val Gin Ser Ser lie Pro Ser Pro Thr 
325 330 335 



Thr Pro Ala Pro Ser Val Pro Thr Glu Leu Val Thr lie Ser Thr Pro 
340 345 350 



Pro Gly Glu Thr Val Val Asn Thr Ser Thr Val Ser Asp Leu Glu Ala 
355 360 365 
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Gin Val Ser Gin Met Glu Lys Ala Leu Ser Leu Gly Ser Leu Glu Pro 
370 375 380 



Asn Leu Ala Gly Glu Met Val Asn Arg Val Ser Lys Leu Leu His Ser 
385 390 395 400 



Pro Pro Ala Leu Leu Ala Pro Leu Ala Gin Arg Leu Leu Lys Val Val 
405 410 415 



Asp Ala lie Gly Leu Gin Leu Asn Phe Ser Ser Thr Thr lie Ser Leu 
420 425 430 



Thr Ser Pro Ser Leu Ala Leu Ala Val lie Arg Val Asn Ala Ser Asn 
435 440 445 



Phe Asn Thr Thr Thr Phe Ala Ala Gin Asp Pro Thr Asn Leu Gin Val 
450 455 460 



Ser Leu Glu Thr Pro Pro Pro Glu Asn Ser lie Gly Ala lie Thr Leu 
465 470 475 480 



Pro Ser Ser Leu Met Asn Asn Leu Pro Ala Asn Asp Val Glu Leu Ala 
485 490 495 



Ser Arg lie Gin Phe Asn Phe Phe Glu Thr Pro Ala Leu Phe Gin Asp 
500 505 510 



Pro Ser Leu Glu Asn Leu Thr Leu lie Ser Tyr Val lie Ser Ser Ser 
515 520 525 



Val Thr Asn Met Thr lie Lys Asn Leu Thr Arg Asn Val Thr Val Ala 
530 535 540 



Leu Lys His lie Asn Pro Ser Pro Asp Asp Leu Thr Val Lys Cys Val 
545 550 555 560 



Phe Trp Asp Leu Gly Arg Asn Gly Gly Lys Gly Gly Trp Ser Ser Asp 
565 570 575 



Gly Cys Ser Val Lys Asp Lys Arg Met Asn Glu Thr lie Cys Thr Cys 
580 585 590 



# • 



Ser His Leu Thr Ser Phe Gly lie Leu Leu Asp Leu Ser Arg Thr Ser 
595 600 605 



Leu Pro Pro Ser Gin Met Met Ala Leu Thr Phe lie Thr Tyr lie Gly 
610 615 620 



Cys Gly Leu Ser Ser lie Phe Leu Ser Val Thr Leu Val Thr Tyr lie 
625 630 635 640 



Ala Phe Glu Lys lie Arg Arg Asp Tyr Pro Ser Lys lie Leu lie Gin 
645 650 655 



Leu Cys Ala Ala Leu Leu Leu Leu Asn Leu lie Phe Leu Leu Asp Ser 
660 665 670 



Trp lie Ala Leu Tyr Asn Thr Arg Gly Phe Cys lie Ala Val Ala^. Val 
675 680 685 



Phe Leu His Tyr Phe Leu Leu Val Ser Phe Thr Trp Met Gly Leu Glu 
690 695 700 



Ala Phe His Met Tyr Leu Ala Leu Val Lys Val Phe Asn Thr Tyr lie 
705 710 715 720 



Arg Lys Tyr lie Leu Lys Phe Cys lie Val Gly Trp Gly lie Pro Ala 
725 730 735 



Val Val Val Ser lie Val Leu Thr lie Ser Pro Asp Asn Tyr Gly lie 
740 745 750 



Gly Ser Tyr Gly Lys Phe Pro Asn Gly Thr Pro Asp Asp Phe Cys Trp 
755 760 765 



lie Asn Ser Asn Val Val Phe Tyr lie Thr Val Val Gly Tyr Phe Cys 
770 775 780 



Val lie Phe Leu Leu Asn Val Ser Met Phe lie Val Val Leu Val Gin 
785 790 795 800 



Leu Cys Arg lie Lys Lys Lys Lys Gin Leu Gly Ala Gin Arg Lys Thr 
805 810 815 



Ser lie Gin Asp Leu Arg Ser lie Ala Gly Leu Thr Phe Leu Leu Gly 
820 825 830 



lie Thr Trp Gly Phe Ala Phe Phe Ala Trp Gly Pro Val Asn Val Thr 
835 840 845 



Phe Met Tyr Leu Phe Ala lie Phe Asn Thr Leu Gin Gly Phe Phe lie 
850 855 860 



Phe lie Phe Tyr Cys Ala Ala Lys Glu Asn Val Arg Lys Gin Trp Arg 
865 870 875 880 



Arg Tyr Leu Cys Cys Gly Lys Leu Arg Leu Ala Glu Asn Ser Asp Trp 
885 890 895 



Ser Lys Thr Ala Thr Asn Gly Leu Lys Lys Gin Thr Val Asn Gin Gly 
900 905 910 



Val Ser Ser Ser Ser Asn Ser Leu Gin Ser Ser Cys Asn Ser Thr Asn 
915 920 925 



Ser Thr Thr Leu Leu Val Asn Ser Asp Cys Ser Val His Ala Ser Gly 
930 935 940 



Asn Gly Asn Ala Ser Thr Glu Arg Asn Gly Val Ser Phe Ser Val Gin 
945 950 955 960 



Asn Gly Asp Val Cys Leu His Asp Leu Thr Gly Lys Gin His Met Phe 
965 970 975 



Ser Asp Lys Glu Asp Ser Cys Asn Gly Lys Ser Arg lie Ala Leu Arg 
980 985 990 



Arg Thr Ser Lys Arg Gly Ser Leu His Phe lie Glu Gin Met 
995 1000 1005 
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Gin Pro Val Thr Gly Thr Arg Arg Cys Thr Arg Ser Phe Leu Pro lie 
15 10 15 



Ser Ser Glu Leu Pro Val Arg Met Leu Phe Ser Gly Gly Gin Tyr Ser 
20 25 30 



Pro Val Gly Arg Pro Glu Glu Val Leu Leu lie Tyr Lys lie Phe Leu 
35 40 45 



Val lie lie Cys Phe His Val lie Leu Val Thr Ser Leu Lys Asp Ala 
50 55 60 



Ala Ser Glu Val Leu Ser Thr Leu Asn Lys Thr Glu Lys Ser Lys lie 
65 70 75 80 



Thr lie Val Lys Thr Phe Asn Ala Ser Gly Val Lys Ser Gin Arg Asn 
85 90 95 



lie Cys Asn Leu Ser Ser Leu Cys Asn Asp Ser Val Phe Phe Arg Gly 
100 105 110 



Glu lie Val Phe Gin His Asp Glu Asp His Asn Val Thr Gin Asn Gin 
115 120 125 



Asp Thr Ala Asn Gly Thr Phe Ala Gly Val Leu Ser Leu Ser Glu Leu 
130 135 140 



Lys Arg Ser Glu Leu Asn Lys Thr Leu Gin Thr Leu Ser Glu Thr Tyr 
145 150 155 160 



Phe lie Val Cys Ala Thr Ala Glu Ala Gin Ser Thr Val Asn Cys Thr 
165 170 175 



Phe Thr Val Lys Leu Asn Glu Thr Met Asn Val Cys Ala Met Met Val 
180 185 190 



Thr Phe Gin Thr Val Gin He Arg Pro Met Glu Gin Cys Cys Cys Ser 
195 200 205 



Pro Arg Thr Pro Cys Pro Ser Ser Pro Glu Glu Leu Glu Lys Leu Gin 
210 215 220 



Cys Glu Leu Gin Asp Pro He Val Cys Leu Ala Asp Gin Pro His Gly 
225 230 235 240 



Pro Pro Leu Ser Ser Ser Ser Lys Pro Val Val Pro Gin Ala Thr lie 
245 250 255 



lie Ser His Val Ala Ser Asp Phe Ser Leu Ala Glu Pro Leu Asp His 
260 265 270 



Ala Leu Met Thr Pro Ser Thr Pro Ser Leu Thr Gin Glu Ser Asn Leu 
275 280 285 



Pro Ser Pro Gin Pro Thr lie Pro Leu Ala Ser Ser Pro Ala Thr Asp 
290 295 300 



Leu Pro Val Gin Ser Val Val Val Ser Ser Leu Pro Gin Thr Asp Leu 
305 310 315 320 



Ser His Thr Leu Ser Pro Val Gin Ser Ser He Pro Ser Pro Thr Thr 
325 330 335 



Pro Ala Pro Ser Val Pro Thr Glu Leu Val Thr He Ser Thr Pro Pro 
340 345 350 



Gly Glu Thr Val Val Asn Thr Ser Thr Val Ser Asp Leu Glu Ala Gin 
355 360 365 



Val Ser Gin Met Glu Lys Ala Leu Ser Leu Gly Ser Leu Glu Pro Asn 
370 375 380 



Leu Ala Gly Glu Met Val Asn Arg Val Ser Lys Leu Leu His Ser Pro 
385 390 395 400 



Pro Ala Leu Leu Ala Pro Leu Ala Gin Arg Leu Leu Lys Val Val Asp 
405 410 415 



Ala He Gly Leu Gin Leu Asn Phe Ser Ser Thr Thr He Ser Leu Thr 
420 425 430 



Ser Pro Ser Leu Ala Leu Ala Val He Arg Val Asn Ala Ser Asn Phe 
435 440 445 



Asn Thr Thr Thr Phe Ala Ala Gin Asp Pro Thr Asn Leu Gin Val Ser 
450 455 460 



Leu Glu Thr Pro Pro Pro Glu Asn Ser lie Gly Ala lie Thr Leu Pro 
465 470 475 480 



Ser Ser Leu Met Asn Asn Leu Pro Ala Asn Asp Val Glu Leu Ala Ser 
485 490 495 



Arg lie Gin Phe Asn Phe Phe Glu Thr Pro Ala Leu Phe Gin Asp Pro 
500 505 510 



Ser Leu Glu Asn Leu Thr Leu lie Ser Tyr Val lie Ser Ser Ser Val 
515 520 525 



Thr Asn Met Thr lie Lys Asn Leu Thr Arg Asn Val Thr Val Ala Leu 
530 535 540 



Lys His lie Asn Pro Ser Pro Asp Asp Leu Thr Val Lys Cys Val Phe 
545 550 555 560 



Trp Asp Leu Gly Arg Asn Gly Gly Lys Gly Gly Trp Ser Ser Asp Gly 
565 570 575 



Cys Ser Val Lys Asp Lys Arg Met Asn Glu Thr lie Cys Thr Cys Ser 
580 585 590 



His Leu Thr Ser Phe Gly lie Leu Leu Asp Leu Ser Arg Thr Ser Leu 
595 600 605 



Pro Pro Ser Gin Met Met Ala Leu Thr Phe lie Thr Tyr lie Gly Cys 
610 615 620 



Gly Leu Ser Ser lie Phe Leu Ser Val Thr Leu Val Thr Tyr lie Ala 
625 630 635 640 



Phe Glu Lys lie Arg Arg Asp Tyr Pro Ser Lys lie Leu lie Gin Leu 
645 650 655 



Cys Ala Ala Leu Leu Leu Leu Asn Leu lie Phe Leu Leu Asp Ser Trp 
660 665 670 



lie Ala Leu Tyr Asn Thr Arg Gly Phe Cys lie Ala Val Ala Val Phe 
675 680 685 



Leu His Tyr Phe Leu Leu Val Ser Phe Thr Trp Met Gly Leu Glu Ala 



690 695 700 



Phe His Met Tyr Leu Ala Leu Val Lys Val Phe Asn Thr Tyr lie Arg 
705 710 715 720 



Lys Tyr lie Leu Lys Phe Cys lie Val Gly Trp Gly lie Pro Ala Val 
725 730 735 



Val Val Ser lie Val Leu Thr lie Ser Pro Asp Asn Tyr Gly lie Gly 
740 745 750 



Ser Tyr Gly Lys Phe Pro Asn Gly Thr Pro Asp Asp Phe Cys Trp lie 
755 760 765 



Asn Ser Asn Val Val Phe Tyr lie Thr Val Val Gly Tyr Phe Cys Val 
770 775 780 



lie Phe Leu Leu Asn Val Ser Met Phe lie Val Val Leu Val Gin Leu 
785 790 795 800 



Cys Arg lie Lys Lys Lys Lys Gin Leu Gly Ala Gin Arg Lys Thr Ser 
805 810 815 



lie Gin Asp Leu Arg Ser lie Ala Gly Leu Thr Phe Leu Leu Gly lie 
820 825 830 



Thr Trp Gly Phe Ala Phe Phe Ala Trp Gly Pro Val Asn Val Thr Phe 
835 840 845 



Met Tyr Leu Phe Ala lie Phe Asn Thr Leu Gin Gly Phe Phe lie Phe 
850 855 860 



lie Phe Tyr Cys Ala Ala Lys Glu Asn Val Arg Lys Gin Trp Arg Arg 
865 870 875 880 



Tyr Leu Cys Cys Gly Lys Leu Arg Leu Ala Glu Asn Ser Asp Trp Ser 
885 890 895 



Lys Thr Ala Thr Asn Gly Leu Lys Lys Gin Thr Val Asn Gin Gly Val 
900 905 910 



Ser Ser Ser Ser Asn Ser Leu Gin Ser Ser Cys Asn Ser Thr Asn Ser 
915 920 925 



Thr Thr Leu Leu Val Asn Ser Asp Cys Ser Val His Ala Ser Gly Asn 
930 935 940 



Gly Asn Ala Ser Thr Glu Arg Asn Gly Val Ser Phe Ser Val Gin Asn 
945 950 955 960 



Gly Asp Val Cys Leu His Asp Leu Thr Gly Lys Gin His Met Phe Ser 
965 970 975 



Asp Lys Glu Asp Ser Cys Asn Gly Lys Ser Arg lie Ala Leu Arg Arg 
980 985 990 



Thr Ser Lys Arg Gly Ser Leu His Phe lie Glu Gin Met 
995 1000 1005 
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Met Leu Phe Ser Gly Gly Gin Tyr Ser Pro Val Gly Arg Pro Glu Glu 
15 10 15 



Val Leu Leu lie Tyr Lys lie Phe Leu Val lie lie Cys Phe His Val 
20 25 30 



lie Leu Val Thr Ser Leu Lys Asp Ala Ala Ser Glu Val Leu Ser Thr 
35 40 45 



Leu Asn Lys Thr Glu Lys Ser Lys lie Thr lie Val Lys Thr Phe Asn 
50 55 60 



Ala Ser Gly Val Lys Ser Gin Arg Asn lie Cys Asn Leu Ser Ser Leu 
65 70 75 80 



Cys Asn Asp Ser Val Phe Phe Arg Gly Glu lie Val Phe Gin His Asp 
85 90 95 



Glu Asp His Asn Val Thr Gin Asn Gin Asp Thr Ala Asn Gly Thr Phe 
100 105 110 
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Ala Gly Val Leu Ser Leu Ser Glu Leu Lys Arg Ser Glu Leu Asn Lys 
115 120 125 



Thr Leu Gin Thr Leu Ser Glu Thr Tyr Phe lie Val Cys Ala Thr Ala 
130 135 140 



Glu Ala Gin Ser Thr Val Asn Cys Thr Phe Thr Val Lys Leu Asn Glu 
145 150 155 160 



Thr Met Asn Val Cys Ala Met Met Val Thr Phe Gin Thr Val Gin lie 
165 170 175 



Arg Pro Met Glu Gin Cys Cys Cys Ser Pro Arg Thr Pro Cys Pro Ser 
180 185 190 



Ser Pro Glu Glu Leu Glu Lys Leu Gin Cys Glu Leu Gin Asp Pro lie 
195 200 205 



Val Cys Leu Ala Asp Gin Pro His Gly Pro Pro Leu Ser Ser Ser Ser 
210 215 220 



Lys Pro Val Val Pro Gin Ala Thr lie lie Ser His Val Ala Ser Asp 
225 230 235 240 



Phe Ser Leu Ala Glu Pro Leu Asp His Ala Leu Met Thr Pro Ser Thr 
245 250 255 



Pro Ser Leu Thr Gin Glu Ser Asn Leu Pro Ser Pro Gin Pro Thr lie 
260 265 270 



Pro Leu Ala Ser Ser Pro Ala Thr Asp Leu Pro Val Gin Ser Val Val 
275 280 285 



Val Ser Ser Leu Pro Gin Thr Asp Leu Ser His Thr Leu Ser Pro Val 
290 295 300 



Gin Ser Ser lie Pro Ser Pro Thr Thr Pro Ala Pro Ser Val Pro Thr 
305 310 315 320 



Glu Leu Val Thr lie Ser Thr Pro Pro Gly Glu Thr Val Val Asn Thr 
325 330 335 



Ser Thr Val Ser Asp Leu Glu Ala Gin Val Ser Gin Met Glu Lys Ala 



340 345 350 



Leu Ser Leu Gly Ser Leu Glu Pro Asn Leu Ala Gly Glu Met Val Asn 
355 360 365 



Arg Val Ser Lys Leu Leu His Ser Pro Pro Ala Leu Leu Ala Pro Leu 
370 375 380 



Ala Gin Arg Leu Leu Lys Val Val Asp Ala He Gly Leu Gin Leu Asn 
385 390 395 400 



Phe Ser Ser Thr Thr He Ser Leu Thr Ser Pro Ser Leu Ala Leu Ala 
405 410 415 



Val He Arg Val Asn Ala Ser Asn Phe Asn Thr Thr Thr Phe Ala Ala 
420 425 430 



Gin Asp Pro Thr Asn Leu Gin Val Ser Leu Glu Thr Pro Pro Pro Glu 
435 440 445 



Asn Ser He Gly Ala He Thr Leu Pro Ser Ser Leu Met Asn Asn Leu 
450 455 460 



Pro Ala Asn Asp Val Glu Leu Ala Ser Arg He Gin Phe Asn Phe Phe 
465 470 475 480 



Glu Thr Pro Ala Leu Phe Gin Asp Pro Ser Leu Glu Asn Leu Thr Leu 
485 490 495 



He Ser Tyr Val He Ser Ser Ser Val Thr Asn Met Thr lie Lys Asn 
500 505 510 



Leu Thr Arg Asn Val Thr Val Ala Leu Lys His He Asn Pro Ser Pro 
515 520 525 



Asp Asp Leu Thr Val Lys Cys Val Phe Trp Asp Leu Gly Arg Asn Gly 
530 535 540 



Gly Lys Gly Gly Trp Ser Ser Asp Gly Cys Ser Val Lys Asp Lys Arg 
545 550 555 560 



Met Asn Glu Thr He Cys Thr Cys Ser His Leu Thr Ser Phe Gly He 
565 570 575 
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Leu Leu Asp Leu Ser Arg Thr Ser Leu Pro Pro Ser Gin Met Met Ala 
580 585 590 



Leu Thr Phe lie Thr Tyr lie Gly Cys Gly Leu Ser Ser lie Phe Leu 
595 600 605 



Ser Val Thr Leu Val Thr Tyr lie Ala Phe Glu Lys lie Arg Arg Asp 
610 615 620 



Tyr Pro Ser Lys lie Leu lie Gin Leu Cys Ala Ala Leu Leu Leu Leu 
625 630 635 640 



Asn Leu lie Phe Leu Leu Asp Ser Trp lie Ala Leu Tyr Asn Thr Arg 
645 650 655 



Gly Phe Cys lie Ala Val Ala Val Phe Leu His Tyr Phe Leu Leu Val 
660 665 670 



Ser Phe Thr Trp Met Gly Leu Glu Ala Phe His Met Tyr Leu Ala Leu 
675 680 685 



Val Lys Val Phe Asn Thr Tyr lie Arg Lys Tyr lie Leu Lys Phe Cys 
690 695 700 



lie Val Gly Trp Gly lie Pro Ala Val Val Val Ser lie Val Leu Thr 
705 710 715 720 



lie Ser Pro Asp Asn Tyr Gly lie Gly Ser Tyr Gly Lys Phe Pro Asn 
725 730 735 



Gly Thr Pro Asp Asp Phe Cys Trp lie Asn Ser Asn Val Val Phe Tyr 
740 745 750 



lie Thr Val Val Gly Tyr Phe Cys Val lie Phe Leu Leu Asn Val Ser 
755 760 765 



Met Phe lie Val Val Leu Val Gin Leu Cys Arg lie Lys Lys Lys Lys 
770 775 780 



Gin Leu Gly Ala Gin Arg Lys Thr Ser lie Gin Asp Leu Arg Ser lie 
785 790 795 800 



Ala Gly Leu Thr Phe Leu Leu Gly lie Thr Trp Gly Phe Ala Phe Phe 
805 810 815 



Ala Trp Gly Pro Val Asn Val Thr Phe Met Tyr Leu Phe Ala lie Phe 
820 825 830 



Asn Thr Leu Gin Gly Phe Phe lie Phe lie Phe Tyr Cys Ala Ala Lys 
835 840 845 



Glu Asn Val Arg Lys Gin Trp Arg Arg Tyr Leu Cys Cys Gly Lys Leu 
850 855 860 



Arg Leu Ala Glu Asn Ser Asp Trp Ser Lys Thr Ala Thr Asn Gly Leu 
865 870 875 880 



Lys Lys Gin Thr Val Asn Gin Gly Val Ser Ser Ser Ser Asn Ser Leu 
885 890 895 



Gin Ser Ser Cys Asn Ser Thr Asn Ser Thr Thr Leu Leu Val Asn Ser 
900 905 910 



Asp Cys Ser Val His Ala Ser Gly Asn Gly Asn Ala Ser Thr Glu Arg 
915 920 925 



Asn Gly Val Ser Phe Ser Val Gin Asn Gly Asp Val Cys Leu His Asp 
930 935 940 . 



Leu Thr Gly Lys Gin His Met Phe Ser Asp Lys Glu Asp Ser Cys Asn 
945 950 955 960 



Gly Lys Ser Arg lie Ala Leu Arg Arg Thr Ser Lys Arg Gly Ser Leu 
965 970 975 



His Phe lie Glu Gin Met 
980 



<210> 56 

<211> 1032 

<212> PRT 

<213> Homo sapiens 

<400> 56 



Arg Thr Cys Arg Cys Ala Gin Ser Leu Leu Pro Leu Phe Ser Glu Leu 



# • 



10 15 



Pro Val Arg Met Leu Phe Ser Gly Gly Gin Tyr Ser Pro Val Gly Arg 
20 25 30 



Pro Glu Glu Val Leu Leu lie Tyr Lys lie Phe Leu Val lie lie Cys 
35 40 45 



Phe His Ala lie Leu Val Thr Ser Leu Lys Glu Asn Ala Gly Asn Ser 
50 55 60 



Ser Leu Leu Ser Pro Ser Ala Glu Ser Ser Leu Val Ser Leu Val Pro 
65 70 75 80 



Tyr Ser Asn Gly Thr Pro Asp Ala Ala Ser Glu Val Leu Ser Thr Leu 
85 90 95 



Asn Arg Thr Glu Lys Ser Lys lie Thr lie Leu Lys Thr Phe Asn Ala 
100 105 110 



Ser Gly Val Lys Ser Gin Arg Asn lie Cys Asn Leu Ser Ser lie Cys 
115 120 125 



Ser Asp Ser Val Phe Phe Arg Gly Glu lie Val Phe Gin His Asp Asp 
130 135 140 



His Tyr Asn Val Thr Gin Asn Gin Asp lie Val Asn Ser Thr Phe Ala 
145 150 155 160 



Gly Val Leu Ser Leu Ser Glu Leu Lys Arg Thr Glu Leu Asn Lys Thr 
165 170 175 



Leu Gin Thr Leu Ser Glu Thr Tyr Phe lie Val Cys Ala Thr Ala Glu 
180 185 190 



Ala Gin Asn Thr Leu Asn Cys Thr Phe Thr Val Lys Leu Asn Glu Thr 
195 200 205 



Met Asn Val Cys Ala Met Met Val Thr Phe Lys Ser Val Gin lie Arg 
210 215 220 



Pro Met Glu Gin Cys Cys Cys Ser Pro Arg Thr Pro Cys Pro Ser Ser 
225 230 235 240 
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Pro Glu Glu Leu Glu Lys Leu Gin Cys Asp Leu Gin Asp Pro lie Val 
245 250 255 



Cys Leu Ala Asp Gin Pro His Gly Pro Pro Val Ser Ser Ser Ser Lys 
260 265 270 



Pro Val Pro Val Val Pro Gin Ala Thr lie Phe Ser His Val Ala Ser 
275 280 285 



Asp Phe Ser Leu Ala Glu Pro Leu Asp His Ala Leu Met Thr Ser Ser 
290 295 300 



Thr Pro Ser Leu Ala Gin Glu Thr Arg Leu Pro Ser Pro Gin Pro Thr 
305 310 315 320 



lie Ser Leu Thr Ser Ser Pro Ala lie Asp Leu Pro Val Gin His Val 
325 330 335 



Val Ala Ser Ser Ser Leu Pro Gin Thr Asp Leu Ser His Thr Leu Ser 
340 345 350 



Pro Val Gin Ser Ser lie Pro Ser Pro Thr Thr Ala Ala Pro Ser Val 
355 360 365 



Pro Glu Lys Val Val Ala lie Ser Thr Pro Pro Gly Glu Thr Val Val 
370 375 380 



Asn Thr Ser Ser Val Pro Asp Leu Glu Ala Gin Val Ser Gin Met Glu 
385 390 395 400 



Lys Ala Leu Ser Leu Gly Ser Leu Glu Pro Asn Leu Ala Gly Glu Met 
405 410 415 



Val Asn Arg Val Ser Lys Leu Leu His Ser Pro Leu Ala Leu Leu Ala 
420 425 430 



Pro Leu Ala Gin Arg Leu Leu Lys Val Val Asp Ala lie Gly Leu Gin 
435 440 445 



Leu Asn Phe Ser Ser Thr Thr lie Ser Leu Thr Ser Pro Ser Leu Ala 
450 455 460 



Leu Ala Val lie Arg Val Asn Ala Ser Asn Phe Asn Thr Thr Thr Phe 
465 470 475 480 



Ala Ala Gin Asp Pro Ala Asn Leu Gin Val Ser Leu Glu Ala Gin Ala 
485 490 495 



Pro Lys Asn Ser lie Gly Ala lie Thr Leu Pro Ser Ser Leu Met Ser 
500 505 510 



Asn Leu Pro Ala Ser Glu Val Glu Leu Ala Ser Arg Val Gin Phe Asn 
515 520 525 



Phe Phe Glu Thr Pro Ala Leu Phe Gin Asp Pro Ser Leu Glu Asn Leu 
530 535 540 



Ser Leu lie Ser Tyr Val lie Ser Ser Ser Val Thr Asn Met Thr lie 
545 550 555 560 



Lys Asn Leu Thr Arg Asn Val Thr Val Ala Leu Lys His lie Asn Pro 
565 570 575 



Ser Gin Asp Asp Leu Thr Val Lys Cys Val Phe Trp Asp Leu Asn Arg 
580 585 590 



Asn Gly Gly Arg Gly Gly Trp Ser Ser Asp Gly Cys Ser Val Lys Glu 
595 600 605 



Lys Arg Met Asn Glu Thr lie Cys Thr Cys Ser His Leu Thr Ser Phe 
610 615 620 



Gly lie Leu Leu Asp Leu Ser Arg Thr Ser Leu Pro Pro Ser Gin Met 
625 630 635 640 



Met Ala Leu Thr Phe lie Thr Tyr lie Gly Cys Gly Leu Ser Ser lie 
645 650 655 



Phe Leu Ser Val Thr Leu Val Thr Tyr lie Ala Phe Glu Lys lie Arg 
660 665 670 



Arg Asp Tyr Pro Ser Lys lie Leu lie Gin Leu Cys Ala Ala Leu Leu 
675 680 685 
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Leu Leu Asn Leu Val Phe Leu Leu Asp Ser Trp lie Ala Leu Tyr Asn 
690 695 700 



Ala Arg Gly Phe Cys lie Ser Val Ala Val Phe Leu His Tyr Phe Leu 
705 710 715 720 



Leu Val Ser Phe Thr Trp Met Gly Leu Glu Ala Phe His Met Tyr Leu 
725 730 735 



Ala Leu Val Lys Val Phe Asn Thr Tyr lie Arg Lys Tyr lie Leu Lys 
740 745 750 



Phe Cys lie Val Gly Trp Gly lie Pro Ala Val Val Val Ser lie Val 
755 760 765 



Leu Thr lie Ser Pro Asp Asn Tyr Gly lie Gly Ser Tyr Gly Lys Phe 
770 775 780 



Pro Asn Gly Thr Pro Asp Asp Phe Cys Trp lie Asn Ser Ser Val Val 
785 790 795 800 



Phe Tyr lie Thr Val Val Gly Tyr Phe Cys Val lie Phe Leu Leu Asn 
805 810 815 



Val Ser Met Phe lie Val Val Leu Val Gin Leu Cys Arg lie Lys Lys 
820 825 830 



Lys Lys Gin Leu Gly Ala Gin Arg Lys Thr Ser lie Gin Asp Leu Arg 
835 840 845 



Ser lie Ala Gly Leu Thr Phe Leu Leu Gly lie Thr Trp Gly Phe Ala 
850 855 860 



Phe Phe Ala Trp Gly Pro Val Asn Leu Thr Phe Met Tyr Leu Phe Ala 
865 870 875 880 



lie Phe Asn Thr Leu Gin Gly Phe Phe lie Phe lie Phe Tyr Cys Ala 
885 890 895 



Ala Lys Glu Asn Val Arg Lys Gin Trp Arg Arg Tyr Leu Cys Cys Gly 
900 905 910 



Lys Leu Arg Leu Ala Glu Asn Ser Asp Trp Ser Lys Thr Ala Thr Asn 
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915 920 925 



Gly Leu Lys Lys Gin Thr Val Asn Gin Gly Val Ser Ser Ser Ser Asn 
930 935 940 



Ser Leu Gin Ser Ser Cys Asn Ser Thr Asn Ser Thr Thr Leu Leu Val 
945 950 955 960 



Asn Ser Asp Cys Ser Val His Ala Ser Gly Asn Gly Asn Ala Ser Thr 
965 970 975 



Glu Arg Asn Gly Val Ser Phe Ser Val Gin Asn Gly Asp Val Cys Leu 
980 985 990 



His Asp Leu Thr Gly Lys Gin His Met Phe Ser Asp Lys Glu Asp Ser 
995 1000 1005 



Cys Asn Gly Lys Ser Arg Met Ala Leu Arg Arg Thr Ser Lys Arg 
1010 1015 1020 



Gly Ser Leu His Phe lie Glu Gin Met 
1025 1030 



<210> 57 

<211> 1016 

<212> PRT 

<213> Homo sapiens 

<400> 57 

Arg Thr Cys Arg Cys Ala Gin Ser Leu Leu Pro Leu Phe Ser Glu Leu 
15 10 15 



Pro Val Arg Met Leu Phe Ser Gly Gly Gin Tyr Ser Pro Val Gly Arg 
20 25 30 



Pro Glu Glu Val Leu Leu lie Tyr Lys lie Phe Leu Val lie lie Cys 
35 40 45 



Phe His Ala lie Leu Val Thr Ser Leu Lys Glu Asn Ala Gly Asn Ser 
50 55 60 



Ser Leu Leu Ser Pro Ser Asp Ala Ala Ser Glu Val Leu Ser Thr Leu 
65 70 75 80 
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Asn Arg Thr Glu Lys Ser Lys lie Thr lie Leu Lys Thr Phe Asn Ala 
85 90 95 



Ser Gly Val Lys Ser Gin Arg Asn lie Cys Asn Leu Ser Ser lie Cys 
100 105 110 



Ser Asp Ser Val Phe Phe Arg Gly Glu lie Val Phe Gin His Asp Asp 
115 120 125 



His Tyr Asn Val Thr Gin Asn Gin Asp lie Val Asn Ser Thr Phe Ala 
130 135 140 



Gly Val Leu Ser Leu Ser Glu Leu Lys Arg Thr Glu Leu Asn Lys Thr 
145 150 155 160 



Leu Gin Thr Leu Ser Glu Thr Tyr Phe lie Val Cys Ala Thr Ala Glu 
165 170 175 



Ala Gin Asn Thr Leu Asn Cys Thr Phe Thr Val Lys Leu Asn Glu Thr 
180 185 190 



Met Asn Val Cys Ala Met Met Val Thr Phe Lys Ser Val Gin lie Arg 
195 200 205 



Pro Met Glu Gin Cys Cys Cys Ser Pro Arg Thr Pro Cys Pro Ser Ser 
210 215 220 



Pro Glu Glu Leu Glu Lys Leu Gin Cys Asp Leu Gin Asp Pro lie Val 
225 230 235 240 



Cys Leu Ala Asp Gin Pro His Gly Pro Pro Val Ser Ser Ser Ser Lys 
245 250 255 



Pro Val Pro Val Val Pro Gin Ala Thr He Phe Ser His Val Ala Ser 
260 265 270 



Asp Phe Ser Leu Ala Glu Pro Leu Asp His Ala Leu Met Thr Ser Ser 
275 280 285 



Thr Pro Ser Leu Ala Gin Glu Thr Arg Leu Pro Ser Pro Gin Pro Thr 
290 295 300 
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lie Ser Leu Thr Ser Ser Pro Ala lie Asp Leu Pro Val Gin His Val 
305 310 315 320 



Val Ala Ser Ser Ser Leu Pro Gin Thr Asp Leu Ser His Thr Leu Ser 
325 330 335 



Pro Val Gin Ser Ser lie Pro Ser Pro Thr Thr Ala Ala Pro Ser Val 
340 345 350 



Pro Glu Lys Val Val Ala lie Ser Thr Pro Pro Gly Glu Thr Val Val 
355 360 365 



Asn Thr Ser Ser Val Pro Asp Leu Glu Ala Gin Val Ser Gin Met Glu 
370 375 380 



Lys Ala Leu Ser Leu Gly Ser Leu Glu Pro Asn Leu Ala Gly Glu Met 
385 390 395 400 



Val Asn Arg Val Ser Lys Leu Leu His Ser Pro Leu Ala Leu Leu Ala 
405 410 415 



Pro Leu Ala Gin Arg Leu Leu Lys Val Val Asp Ala lie Gly Leu Gin 
420 425 430 



Leu Asn Phe Ser Ser Thr Thr lie Ser Leu Thr Ser Pro Ser Leu Ala 
435 440 445 



Leu Ala Val lie Arg Val Asn Ala Ser Asn Phe Asn Thr Thr Thr Phe 
450 455 460 



Ala Ala Gin Asp Pro Ala Asn Leu Gin Val Ser Leu Glu Ala Gin Ala 
465 470 475 480 



Pro Lys Asn Ser lie Gly Ala lie Thr Leu Pro Ser Ser Leu Met Ser 
485 490 495 



Asn Leu Pro Ala Ser Glu Val Glu Leu Ala Ser Arg Val Gin Phe Asn 
500 505 510 



Phe Phe Glu Thr Pro Ala Leu Phe Gin Asp Pro Ser Leu Glu Asn Leu 
515 520 525 



Ser Leu lie Ser Tyr Val lie Ser Ser Ser Val Thr Asn Met Thr lie 



169 



530 535 540 



Lys Asn Leu Thr Arg Asn Val Thr Val Ala Leu Lys His lie Asn Pro 
545 550 555 560 



Ser Gin Asp Asp Leu Thr Val Lys Cys Val Phe Trp Asp Leu Asn Arg 
565 570 575 



Asn Gly Gly Arg Gly Gly Trp Ser Ser Asp Gly Cys Ser Val Lys Glu 
580 585 590 



Lys Arg Met Asn Glu Thr lie Cys Thr Cys Ser His Leu Thr Ser Phe 
595 600 605 



Gly lie Leu Leu Asp Leu Ser Arg Thr Ser Leu Pro Pro Ser Gin Met 
610 615 620 



Met Ala Leu Thr Phe lie Thr Tyr lie Gly Cys Gly Leu Ser Ser lie 
625 630 635 640 



Phe Leu Ser Val Thr Leu Val Thr Tyr lie Ala Phe Glu Lys lie Arg 
645 650 655 



Arg Asp Tyr Pro Ser Lys lie Leu lie Gin Leu Cys Ala Ala Leu Leu 
660 665 670 



Leu Leu Asn Leu Val Phe Leu Leu Asp Ser Trp lie Ala Leu Tyr Asn 
675 680 685 



Ala Arg Gly Phe Cys lie Ser Val Ala Val Phe Leu His Tyr Phe Leu 
690 695 700 



Leu Val Ser Phe Thr Trp Met Gly Leu Glu Ala Phe His Met Tyr Leu 
705 710 715 720 



Ala Leu Val Lys Val Phe Asn Thr Tyr lie Arg Lys Tyr lie Leu Lys 
725 730 735 



Phe Cys He Val Gly Trp Gly He Pro Ala Val Val Val Ser He Val 
740 745 750 



Leu Thr He Ser Pro Asp Asn Tyr Gly He Gly Ser Tyr Gly Lys Phe 
755 760 765 



Pro Asn Gly Thr Pro Asp Asp Phe Cys Trp lie Asn Ser Ser Val Val 
770 775 780 



Phe Tyr He Thr Val Val Gly Tyr Phe Cys Val He Phe Leu Leu Asn 
785 790 795 800 



Val Ser Met Phe He Val Val Leu Val Gin Leu Cys Arg He Lys Lys 
805 810 815 



Lys Lys Gin Leu Gly Ala Gin Arg Lys Thr Ser He Gin Asp Leu Arg 
820 825 830 



Ser He Ala Gly Leu Thr Phe Leu Leu Gly He Thr Trp Gly Phe Ala 
835 840 845 



Phe Phe Ala Trp Gly Pro Val Asn Leu Thr Phe Met Tyr Leu Phe Ala 
850 855 860 



He Phe Asn Thr Leu Gin Gly Phe Phe lie Phe He Phe Tyr Cys Ala 
865 870 875 880 



Ala Lys Glu Asn Val Arg Lys Gin Trp Arg Arg Tyr Leu Cys Cys Gly 
885 890 895 



Lys Leu Arg Leu Ala Glu Asn Ser Asp Trp Ser Lys Thr Ala Thr Asn 
900 905 910 



Gly Leu Lys Lys Gin Thr Val Asn Gin Gly Val Ser Ser Ser Ser Asn 
915 920 925 



Ser Leu Gin Ser Ser Cys Asn Ser Thr Asn Ser Thr Thr Leu Leu Val 
930 935 940 



Asn Ser Asp Cys Ser Val His Ala Ser Gly Asn Gly Asn Ala Ser Thr 
945 950 955 960 



Glu Arg Asn Gly Val Ser Phe Ser Val Gin Asn Gly Asp Val Cys Leu 
965 970 975 



His Asp Leu Thr Gly Lys Gin His Met Phe Ser Asp Lys Glu Asp Ser 
980 985 990 



Cys Asn Gly Lys Ser Arg Met Ala Leu Arg Arg Thr Ser Lys Arg Gly 
995 1000 1005 



Ser Leu His Phe lie Glu Gin Met 
1010 1015 



<210> 58 

<211> 997 

<212> PRT 

<213> Homo sapiens 



<400> 58 

Met Leu Phe Ser Gly Gly Gin Tyr Ser Pro Val Gly Arg Pro Glu Glu 
1 5 10 15 



Val Leu Leu lie Tyr Lys lie Phe Leu Val lie lie Cys Phe His Ala 
20 25 30 



lie Leu Val Thr Ser Leu Lys Glu Asn Ala Gly Asn Ser Ser Leu Leu 
35 40 45 



Ser Pro Ser Asp Ala Ala Ser Glu Val Leu Ser Thr Leu Asn Arg Thr 
50 55 60 



Glu Lys Ser Lys lie Thr lie Leu Lys Thr Phe Asn Ala Ser Gly Val 
65 70 75 80 



Lys Ser Gin Arg Asn lie Cys Asn Leu Ser Ser lie Cys Ser Asp Ser 
85 90 95 



Val Phe Phe Arg Gly Glu lie Val Phe Gin His Asp Asp His Tyr Asn 
100 105 110 



Val Thr Gin Asn Gin Asp He Val Asn Ser Thr Phe Ala Gly Val Leu 
115 120 125 



Ser Leu Ser Glu Leu Lys Arg Thr Glu Leu Asn Lys Thr Leu Gin Thr 
130 135 140 



Leu Ser Glu Thr Tyr Phe lie Val Cys Ala Thr Ala Glu Ala Gin Asn 
145 150 155 160 



Thr Leu Asn Cys Thr Phe Thr Val Lys Leu Asn Glu Thr Met Asn Val 



165 



170 



175 



Cys Ala Met Met Val Thr Phe Lys Ser Val Gin lie Arg Pro Met Glu 
180 185 190 



Gin Cys Cys Cys Ser Pro Arg Thr Pro Cys Pro Ser Ser Pro Glu Glu 
195 200 205 



Leu Glu Lys Leu Gin Cys Asp Leu Gin Asp Pro lie Val Cys Leu Ala 
210 215 220 



Asp Gin Pro His Gly Pro Pro Val Ser Ser Ser Ser Lys Pro Val Pro 
225 230 235 240 



Val Val Pro Gin Ala Thr lie Phe Ser His Val Ala Ser Asp Phe Ser 
245 250 255 



Leu Ala Glu Pro Leu Asp His Ala Leu Met Thr Ser Ser Thr Pro Ser 
260 265 270 



'Leu Ala Gin Glu Thr Arg Leu Pro Ser Pro Gin Pro Thr lie Ser Leu 
275 280 285 



Thr Ser Ser Pro Ala lie Asp Leu Pro Val Gin His Val Val Ala Ser 
290 295 300 



Ser Ser Leu Pro Gin Thr Asp Leu Ser His Thr Leu Ser Pro Val Gin 
305 310 315 320 



Ser Ser lie Pro Ser Pro Thr Thr Ala Ala Pro Ser Val Pro Glu Lys 
325 330 335 



Val Val Ala lie Ser Thr Pro Pro Gly Glu Thr Val Val Asn Thr Ser 
340 345 350 



Ser Val Pro Asp Leu Glu Ala Gin Val Ser Gin Met Glu Lys Ala Leu 
355 360 365 



Ser Leu Gly Ser Leu Glu Pro Asn Leu Ala Gly Glu Met Val Asn Arg 
370 375 380 



Val Ser Lys Leu Leu His Ser Pro Leu Ala Leu Leu Ala Pro Leu Ala 
385 390 395 400 
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Gin Arg Leu Leu Lys Val Val Asp Ala lie Gly Leu Gin Leu Asn Phe 
405 410 415 



Ser Ser Thr Thr lie Ser Leu Thr Ser Pro Ser Leu Ala Leu Ala Val 
420 425 430 



lie Arg Val Asn Ala Ser Asn Phe Asn Thr Thr Thr Phe Ala Ala Gin 
435 440 445 



Asp Pro Ala Asn Leu Gin Val Ser Leu Glu Ala Gin Ala Pro Lys Asn 
450 455 460 



Ser lie Gly Ala lie Thr Leu Pro Ser Ser Leu Met Ser Asn Leu Pro 
465 470 475 480 



Ala Ser Glu Val Glu Leu Ala Ser Arg Val Gin Phe Asn Phe Phe Glu 
485 490 495 



Thr Pro Ala Leu Phe Gin Asp Pro Ser Leu Glu Asn Leu Ser Leu lie 
500 505 510 



Ser Tyr Val lie Ser Ser Ser Val Thr Asn Met Thr lie Lys Asn Leu 
515 520 525 



Thr Arg Asn Val Thr Val Ala Leu Lys His lie Asn Pro Ser Gin Asp 
530 535 540 



Asp Leu Thr Val Lys Cys Val Phe Trp Asp Leu Asn Arg Asn Gly Gly 
545 550 555 560 



Arg Gly Gly Trp Ser Ser Asp Gly Cys Ser Val Lys Glu Lys Arg Met 
565 570 575 



Asn Glu Thr lie Cys Thr Cys Ser His Leu Thr Ser Phe Gly He Leu 
580 585 590 



Leu Asp Leu Ser Arg Thr Ser Leu Pro Pro Ser Gin Met Met Ala Leu 
595 600 605 



Thr Phe lie Thr Tyr lie Gly Cys Gly Leu Ser Ser He Phe Leu Ser 
610 615 620 



Val Thr Leu Val Thr Tyr lie Ala Phe Glu Lys lie Arg Arg Asp Tyr 
625 630 635 640 



Pro Ser Lys lie Leu lie Gin Leu Cys Ala Ala Leu Leu Leu Leu Asn 
645 650 655 



Leu Val Phe Leu Leu Asp Ser Trp lie Ala Leu Tyr Asn Ala Arg Gly 
660 665 670 



Phe Cys He Ser Val Ala Val Phe Leu His Tyr Phe Leu Leu Val Ser 
675 680 685 



Phe Thr Trp Met Gly Leu Glu Ala Phe His Met Tyr Leu Ala Leu Val 
690 695 700 



Lys Val Phe Asn Thr Tyr He Arg Lys Tyr He Leu Lys Phe Cys He 
705 710 715 720 



Val Gly Trp Gly He Pro Ala Val Val Val Ser He Val Leu Thr He 
725 730 735 



Ser Pro Asp Asn Tyr Gly He Gly Ser Tyr Gly Lys Phe Pro Asn Gly 
740 745 750 



Thr Pro Asp Asp Phe Cys Trp He Asn Ser Ser Val Val Phe Tyr He 
755 760 765 



Thr Val Val Gly Tyr Phe Cys Val He Phe Leu Leu Asn Val Ser Met 
770 775 780 



Phe He Val Val Leu Val Gin Leu Cys Arg He Lys Lys Lys Lys Gin 
785 790 795 800 



Leu Gly Ala Gin Arg Lys Thr Ser He Gin Asp Leu Arg Ser He Ala 
805 810 815 



Gly Leu Thr Phe Leu Leu Gly He Thr Trp Gly Phe Ala Phe Phe Ala 
820 825 830 



Trp Gly Pro Val Asn Leu Thr Phe Met Tyr Leu Phe Ala He Phe Asn 
835 840 845 
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Thr Leu Gin Gly Phe Phe lie Phe lie Phe Tyr Cys Ala Ala Lys Glu 
850 855 860 



Asn Val Arg Lys Gin Trp Arg Arg Tyr Leu Cys Cys Gly Lys Leu Arg 
865 870 875 880 



Leu Ala Glu Asn Ser Asp Trp Ser Lys Thr Ala Thr Asn Gly Leu Lys 
885 890 895 



Lys Gin Thr Val Asn Gin Gly Val Ser Ser Ser Ser Asn Ser Leu Gin 
900 905 910 



Ser Ser Cys Asn Ser Thr Asn Ser Thr Thr Leu Leu Val Asn Ser Asp 
915 920 925 



Cys Ser Val His Ala Ser Gly Asn Gly Asn Ala Ser Thr Glu Arg Asn 
930 935 940 



Gly Val Ser Phe Ser Val Gin Asn Gly Asp Val Cys Leu His Asp Leu 
945 950 955 960 



Thr Gly Lys Gin His Met Phe Ser Asp Lys Glu Asp Ser Cys Asn Gly 
965 970 975 



Lys Ser Arg Met Ala Leu Arg Arg Thr Ser Lys Arg Gly Ser Leu His 
980 985 990 



Phe He Glu Gin Met 
995 



<210> 59 

<211> 1004 

<212> PRT 

<213> Homo sapiens 

<400> 59 

Arg Thr Cys Arg Cys Ala Gin Ser Leu Leu Pro Leu Phe Ser Glu Leu 
15 10 15 



Pro Val Arg Met Leu Phe Ser Gly Gly Gin Tyr Ser Pro Val Gly Arg 
20 25 30 



Pro Glu Glu Val Leu Leu He Tyr Lys He Phe Leu Val He He Cys 
35 40 45 
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Phe His Ala He Leu Val Thr Ser Leu Lys Asp Ala Ala Ser Glu Val 
50 55 60 



Leu Ser Thr Leu Asn Arg Thr Glu Lys Ser Lys He Thr He Leu Lys 
65 70 75 80 



Thr Phe Asn Ala Ser Gly Val Lys Ser Gin Arg Asn He Cys Asn Leu 
85 90 95 



Ser Ser He Cys Ser Asp Ser Val Phe Phe Arg Gly Glu He Val Phe 
100 105 110 



Gin His Asp Asp His Tyr Asn Val Thr Gin Asn Gin Asp He Val Asn 
115 120 125 



Ser Thr Phe Ala Gly Val Leu Ser Leu Ser Glu Leu Lys Arg Thr Glu 
130 135 140 



Leu Asn Lys Thr Leu Gin Thr Leu Ser Glu Thr Tyr Phe He Val Cys 
145 150 155 160 



Ala Thr Ala Glu Ala Gin Asn Thr Leu Asn Cys Thr Phe Thr Val Lys 
165 170 175 



Leu Asn Glu Thr Met Asn Val Cys Ala Met Met Val Thr Phe Lys Ser 
180 185 190 



Val Gin He Arg Pro Met Glu Gin Cys Cys Cys Ser Pro Arg Thr Pro 
195 200 205 



Cys Pro Ser Ser Pro Glu Glu Leu Glu Lys Leu Gin Cys Asp Leu Gin 
210 215 220 



Asp Pro He Val Cys Leu Ala Asp Gin Pro His Gly Pro Pro Val Ser 
225 230 235 240 



Ser Ser Ser Lys Pro Val Pro Val Val Pro Gin Ala Thr He Phe Ser 
245 250 255 



His Val Ala Ser Asp Phe Ser Leu Ala Glu Pro Leu Asp His Ala Leu 
260 265 270 
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Met Thr Ser Ser Thr Pro Ser Leu Ala Gin Glu Thr Arg Leu Pro Ser 
275 280 285 



Pro Gin Pro Thr lie Ser Leu Thr Ser Ser Pro Ala lie Asp Leu Pro 
290 295 300 



Val Gin His Val Val Ala Ser Ser Ser Leu Pro Gin Thr Asp Leu Ser 
305 310 315 320 



His Thr Leu Ser Pro Val Gin Ser Ser lie Pro Ser Pro Thr Thr Ala 
325 330 335 



Ala Pro Ser Val Pro Glu Lys Val Val Ala lie Ser Thr Pro Pro Gly 
340 345 350 



Glu Thr Val Val Asn Thr Ser Ser Val Pro Asp Leu Glu Ala Gin Val 
355 360 365 



Ser Gin Met Glu Lys Ala Leu Ser Leu Gly Ser Leu Glu Pro Asn Leu 
370 375 380 



Ala Gly Glu Met Val Asn Arg Val Ser Lys Leu Leu His Ser Pro Leu 
385 390 395 400 



Ala Leu Leu Ala Pro Leu Ala Gin Arg Leu Leu Lys Val Val Asp Ala 
405 410 415 



lie Gly Leu Gin Leu Asn Phe Ser Ser Thr Thr lie Ser Leu Thr Ser 
420 425 430 



Pro Ser Leu Ala Leu Ala Val lie Arg Val Asn Ala Ser Asn Phe Asn 
435 440 445 



Thr Thr Thr Phe Ala Ala Gin Asp Pro Ala Asn Leu Gin Val Ser Leu 
450 455 460 



Glu Ala Gin Ala Pro Lys Asn Ser lie Gly Ala lie Thr Leu Pro Ser 
465 470 475 480 



Ser Leu Met Ser Asn Leu Pro Ala Ser Glu Val Glu Leu Ala Ser Arg 
485 490 495 



Val Gin Phe Asn Phe Phe Glu Thr Pro Ala Leu Phe Gin Asp Pro Ser 
500 505 510 



Leu Glu Asn Leu Ser Leu lie Ser Tyr Val lie Ser Ser Ser Val Thr 
515 520 525 



Asn Met Thr lie Lys Asn Leu Thr Arg Asn Val Thr Val Ala Leu Lys 
530 535 540 



His lie Asn Pro Ser Gin Asp Asp Leu Thr Val Lys Cys Val Phe Trp 
545 550 555 560 



Asp Leu Asn Arg Asn Gly Gly Arg Gly Gly Trp Ser Ser Asp Gly Cys 
565 570 575 



Ser Val Lys Glu Lys Arg Met Asn Glu Thr lie Cys Thr Cys Ser His 
580 585 590 



Leu Thr Ser Phe Gly lie Leu Leu Asp Leu Ser Arg Thr Ser Leu Pro 
595 600 605 



Pro Ser Gin Met Met Ala Leu Thr Phe lie Thr Tyr lie Gly Cys Gly 
610 615 620 



Leu Ser Ser lie Phe Leu Ser Val Thr Leu Val Thr Tyr lie Ala Phe 
625 630 635 640 



Glu Lys lie Arg Arg Asp Tyr Pro Ser Lys lie Leu lie Gin Leu Cys 
645 650 655 



Ala Ala Leu Leu Leu Leu Asn Leu Val Phe Leu Leu Asp Ser Trp lie 
660 665 670 



Ala Leu Tyr Asn Ala Arg Gly Phe Cys lie Ser Val Ala Val Phe Leu 
675 680 685 



His Tyr Phe Leu Leu Val Ser Phe Thr Trp Met Gly Leu Glu Ala Phe 
690 695 700 



His Met Tyr Leu Ala Leu Val Lys Val Phe Asn Thr Tyr lie Arg Lys 
705 710 715 720 



Tyr He Leu Lys Phe Cys He Val Gly Trp Gly He Pro Ala Val Val 
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725 730 735 



Val Ser lie Val Leu Thr lie Ser Pro Asp Asn Tyr Gly lie Gly Ser 
740 745 750 



Tyr Gly Lys Phe Pro Asn Gly Thr Pro Asp Asp Phe Cys Trp lie Asn 
755 760 765 



Ser Ser Val Val Phe Tyr lie Thr Val Val Gly Tyr Phe Cys Val lie 
770 775 780 



Phe Leu Leu Asn Val Ser Met Phe He Val Val Leu Val Gin Leu Cys 
785 790 795 800 



Arg He Lys Lys Lys Lys Gin Leu Gly Ala Gin Arg Lys Thr Ser He 
805 810 815 



Gin Asp Leu Arg Ser He Ala Gly Leu Thr Phe Leu Leu Gly He Thr 
820 825 830 



Trp Gly Phe Ala Phe Phe Ala Trp Gly Pro Val Asn Leu Thr Phe Met 
835 840 845 



Tyr Leu Phe Ala He Phe Asn Thr Leu Gin Gly Phe Phe He Phe He 
850 855 860 



Phe Tyr Cys Ala Ala Lys Glu Asn Val Arg Lys Gin Trp Arg Arg Tyr 
865 870 875 880 



Leu Cys Cys Gly Lys Leu Arg Leu Ala Glu Asn Ser Asp Trp Ser Lys 
885 890 895 



Thr Ala Thr Asn Gly Leu Lys Lys Gin Thr Val Asn Gin Gly Val Ser 
900 905 910 



Ser Ser Ser Asn Ser Leu Gin Ser Ser Cys Asn Ser Thr Asn Ser Thr 
915 920 925 



Thr Leu Leu Val Asn Ser Asp Cys Ser Val His Ala Ser Gly Asn Gly 
930 935 940 



Asn Ala Ser Thr Glu Arg Asn Gly Val Ser Phe Ser Val Gin Asn Gly 
945 950 955 960 
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Asp Val Cys Leu His Asp Leu Thr Gly Lys Gin His Met Phe Ser Asp 
965 970 975 



Lys Glu Asp Ser Cys Asn Gly Lys Ser Arg Met Ala Leu Arg Arg Thr 
980 985 990 



Ser Lys Arg Gly Ser Leu His Phe lie Glu Gin Met 
995 1000 



<210> 60 

<211> 985 

<212> PRT 

<213> Homo sapiens 

<400> 60 

Met Leu Phe Ser Gly Gly Gin Tyr Ser Pro Val Gly Arg Pro Glu Glu 
1 5 10 ■ 15 



Val Leu Leu lie Tyr Lys lie Phe Leu Val He He Cys Phe His Ala 
20 25 30 



He Leu Val Thr Ser Leu Lys Asp Ala Ala Ser Glu Val Leu Ser Thr 
35 40 45 



Leu Asn Arg Thr Glu Lys Ser Lys He Thr He Leu Lys Thr Phe Asn 
50 55 60 



Ala Ser Gly Val Lys Ser Gin Arg Asn He Cys Asn Leu Ser Ser He 
65 70 75 80 



Cys Ser Asp Ser Val Phe Phe Arg Gly Glu He Val Phe Gin His Asp 
85 90 95 



Asp His Tyr Asn Val Thr Gin Asn Gin Asp He Val Asn Ser Thr Phe 
100 105 110 



Ala Gly Val Leu Ser Leu Ser Glu Leu Lys Arg Thr Glu Leu Asn Lys 
115 120 125 



Thr Leu Gin Thr Leu Ser Glu Thr Tyr Phe He Val Cys Ala Thr Ala 
130 135 140 
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Glu Ala Gin Asn Thr Leu Asn Cys Thr Phe Thr Val Lys Leu Asn Glu 
145 150 155 160 



Thr Met Asn Val Cys Ala Met Met Val Thr Phe Lys Ser Val Gin lie 
165 170 175 



Arg Pro Met Glu Gin Cys Cys Cys Ser Pro Arg Thr Pro Cys Pro Ser 
180 185 190 



Ser Pro Glu Glu Leu Glu Lys Leu Gin Cys Asp Leu Gin Asp Pro lie 
195 200 205 



Val Cys Leu Ala Asp Gin Pro His Gly Pro Pro Val Ser Ser Ser Ser 
210 215 220 



Lys Pro Val Pro Val Val Pro Gin Ala Thr lie Phe Ser His Val Ala 
225 230 235 240 



Ser Asp Phe Ser Leu Ala Glu Pro Leu Asp His Ala Leu Met Thr Ser 
245 250 255 



Ser Thr Pro Ser Leu Ala Gin Glu Thr Arg Leu Pro Ser Pro Gin Pro 
260 265 270 



Thr lie Ser Leu Thr Ser Ser Pro Ala lie Asp Leu Pro Val Gin His 
275 280 285 



Val Val Ala Ser Ser Ser Leu Pro Gin Thr Asp Leu Ser His Thr Leu 
290 295 300 



Ser Pro Val Gin Ser Ser lie Pro Ser Pro Thr Thr Ala Ala Pro Ser 
305 310 315 320 



Val Pro Glu Lys Val Val Ala lie Ser Thr Pro Pro Gly Glu Thr Val 
325 330 335 



Val Asn Thr Ser Ser Val Pro Asp Leu Glu Ala Gin Val Ser Gin Met 
340 345 350 



Glu Lys Ala Leu Ser Leu Gly Ser Leu Glu Pro Asn Leu Ala Gly Glu 
355 360 365 



Met Val Asn Arg Val Ser Lys Leu Leu His Ser Pro Leu Ala Leu Leu 
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370 375 380 



Ala Pro Leu Ala Gin Arg Leu Leu Lys Val Val Asp Ala lie Gly Leu 
385 390 395 400 



Gin Leu Asn Phe Ser Ser Thr Thr lie Ser Leu Thr Ser Pro Ser Leu 
405 410 415 



Ala Leu Ala Val lie Arg Val Asn Ala Ser Asn Phe Asn Thr Thr Thr 
420 425 430 



Phe Ala Ala Gin Asp Pro Ala Asn Leu Gin Val Ser Leu Glu Ala Gin 
435 440 445 



Ala Pro Lys Asn Ser lie Gly Ala lie Thr Leu Pro Ser Ser Leu Met 
450 455 460 



Ser Asn Leu Pro Ala Ser Glu Val Glu Leu Ala Ser Arg Val Gin Phe 
465 470 475 480 



Asn Phe Phe Glu Thr Pro Ala Leu Phe Gin Asp Pro Ser Leu Glu Asn 
485 490 495 



Leu Ser Leu lie Ser Tyr Val lie Ser Ser Ser Val Thr Asn Met Thr 
500 505 510 



lie Lys Asn Leu Thr Arg Asn Val Thr Val Ala Leu Lys His lie Asn 
515 520 525 



Pro Ser Gin Asp Asp Leu Thr Val Lys Cys Val Phe Trp Asp Leu Asn 
530 535 540 



Arg Asn Gly Gly Arg Gly Gly Trp Ser Ser Asp Gly Cys Ser Val Lys 
545 550 555 560 



Glu Lys Arg Met Asn Glu Thr lie Cys Thr Cys Ser His Leu Thr Ser 
565 570 575 



Phe Gly lie Leu Leu Asp Leu Ser Arg Thr Ser Leu Pro Pro Ser Gin 
580 585 590 



Met Met Ala Leu Thr Phe lie Thr Tyr lie Gly Cys Gly Leu Ser Ser 
595 600 605 
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lie Phe Leu Ser Val Thr Leu Val Thr Tyr lie Ala Phe Glu Lys lie 
610 615 620 



Arg Arg Asp Tyr Pro Ser Lys lie Leu lie Gin Leu Cys Ala Ala Leu 
625 630 635 640 



Leu Leu Leu Asn Leu Val Phe Leu Leu Asp Ser Trp lie Ala Leu Tyr 
645 650 655 



Asn Ala Arg Gly Phe Cys lie Ser Val Ala Val Phe Leu His Tyr Phe 
660 665 670 



Leu Leu Val Ser Phe Thr Trp Met Gly Leu Glu Ala Phe His Met Tyr 
675 680 685 



Leu Ala Leu Val Lys Val Phe Asn Thr Tyr lie Arg Lys Tyr lie Leu 
690 695 700 



Lys Phe Cys He Val Gly Trp Gly He Pro Ala Val Val Val Ser lie 
705 710 715 720 



Val Leu Thr He Ser Pro Asp Asn Tyr Gly He Gly Ser Tyr Gly Lys 
725 730 735 



Phe Pro Asn Gly Thr Pro Asp Asp Phe Cys Trp He Asn Ser Ser Val 
740 745 750 



Val Phe Tyr He Thr Val Val Gly Tyr Phe Cys Val He Phe Leu Leu 
755 760 765 



Asn Val Ser Met Phe He Val Val Leu Val Gin Leu Cys Arg He Lys 
770 775 780 



Lys Lys Lys Gin Leu Gly Ala Gin Arg Lys Thr Ser He Gin Asp Leu 
785 790 795 800 



Arg Ser He Ala Gly Leu Thr Phe Leu Leu Gly He Thr Trp Gly Phe 
805 810 815 



Ala Phe Phe Ala Trp Gly Pro Val Asn Leu Thr Phe Met Tyr Leu Phe 
820 825 830 
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Ala lie Phe Asn Thr Leu Gin Gly Phe Phe lie Phe lie Phe Tyr Cys Vvti-Mi^-^ 
835 840 845 

Ala Ala Lys Glu Asn Val Arg Lys Gin T'rp Arg Arg Tyr Leu Cys Cys 
850 855 860 

Gly Lys Leu Arg Leu Ala Glu Asn Ser Asp Trp Ser Lys Thr Ala Thr 
865 870 875 880 

Asn Gly Leu Lys Lys Gin Thr Val Asn Gin Gly Val Ser Ser Ser Ser 
885 890 895 

Asn Ser Leu Gin Ser Ser Cys Asn Ser Thr Asn Ser Thr Thr Leu Leu 
900 905 910 

Val Asn Ser Asp Cys Ser Val His Ala Ser Gly Asn Gly Asn Ala Ser 
915 920 925 

Thr Glu Arg Asn Gly Val Ser Phe Ser Val Gin Asn Gly Asp Val Cys 
930 935 940 

Leu His Asp Leu Thr Gly Lys Gin His Met Phe Ser Asp Lys Glu Asp 
945 950 955 960 

Ser Cys Asn Gly Lys Ser Arg Met Ala Leu Arg Arg Thr Ser Lys Arg 
965 970 975 

Gly Ser Leu His Phe lie Glu Gin Met 
980 985 
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